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Bithorax complex genes, regulation of 
Exd subcellular localization 
(Azpiazu and Morata), 261-273 
Bladder cancer, role of p16 and Rb in 
overcoming cellular senescence 
(Yeager et al.), 163-174 
Blastomeres, reprogramming into endo- 
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dermal progenitors in C. el 
egans (Zhu et al.), 3809-3814 
Blm, effects of gene disruption in mice 
(Chester et al.), 3382-3393 
Bloom’s syndrome, effects of Blm gene 
disruption in mice (Chester et 
al.), 3382-3393 
BMPs. See Bone morphogenetic proteins 
Bob-1, similarity of SNAP190 (Ford et 
al.), 3528-3540 
Bone, defects in osteoprotegerin-defi 
cient mice (Bucay et al.), 1260 
1268 
Bone marrow neutrophils, role of CPP32 
in apoptosis (Woo et al.) 806 
819 
Bone morphogenetic proteins 
determinants of TGF-f specificity 
(Chen et al.), 2144-2152 
inhibition of signaling by Smad6 (Hata 
et al.), 186-197 
role in 
myogenesis (Reshef et al.), 290-303 
pituitary organogenesis (Treier et 
al.), 1691-1704 
role of 
Pax9 in Bmp4 expression (Peters et 
al.), 2735-2747 
ActRIB in mouse development (Gu 
et al.), 844-857 
antagonism by Noggin in CNS and 
somite development (McMahon 
et al.), 1438-1452 
BMP4 in lens development (Furuta 
and Hogan), 3764-3775 
GDF7 in neuronal patterning (Lee et 
al.), 3394-3407 
signal transduction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
signaling through Smads (Whitman), 
2445-2462 Review 
Branching, defects in Fgf-10 mutant 
mice (Min et al.), 3156-3161 
Branching morphogenesis, role of Dro- 
sophila headcase gene (Stene- 
berg et al.), 956-967 
branchless, functional similarity of Fef- 
10 in mice (Min et al.), 3156 
3161 
Branchpoint sequence, role of U2AF65 
and mBBP in recognition (Ber- 
glund et al.), 858-867 
Breast cancer, ligand-independent re- 
cruitment of coactivators to es- 
trogen receptor (Zwijsen et al.}, 
3488-3498 


BRN2, function in same pathway as 
SIM1 (Michaud et al.), 3264 
3275 


Brn-4, role in pituitary organogenesis 
(Treier et al.}, 1691-1704 
Bromodomain, role in interaction of 
p300 and ATF-2 (Kawasaki et 
al.), 233-245 
Brown adipose tissue 
disordered differentiation in mice ex- 


pressing adipocyte-specific 
SREBP-lc (Shimomura et al.), 
3182-3194 
in A-ZIP/F-expressing mice (Moitra et 

al.), 3168-3181 

BX-C genes. See Bithorax complex genes 

BXR. See Benzoate X receptor 

bZIP proteins. See Leucine zipper pro- 
teins, basic 


C 


C/EBPs. See CCAAT/enhancer-binding 
proteins 
jun, role of interaction of p300 and 
ATF-2 in activation (Kawasaki 
et al.), 233-245 
C11, role in Pol If] RNA cleavage activ- 
ity (Chédin et al.), 3857-3871 
C1D, role in DNA end-independent acti- 
vation of DNA-PK (Yavuzer et 
al.), 2188-2199 
C2 complement, mechanisms of poly(A) 
signal function (Moreira et al.), 
2522-2534 
CACI, role in maintenance of silencing 
(Enomoto and Berman), 219- 
232 
cad, misregulation in c-Myc-deficient 
Ratl fibroblasts (Bush et all.}, 
3797-3802 
Caenorhabditis elegans 
analysis of Twist homolog (Harfe et 
al.), 2623-2635 
discovery of Smad proteins (Whitman), 
2445-2462 Review 
factors involved in asymmetric cell di- 
vision (Hawkins and Garriga), 
3625-3638 Review 
identification of receptor tyrosine 
phosphatase CLR-1 (Kokel et 
al.), 1425-1437 
role of 
CBP/p300 in cell differentiation (Shi 
and Mello), 943-955 
END-1 in endodermal progenitor 
specification (Zhu et al.), 3809- 
3814 
pha-4 in organ identity (Horner et 
al.), 1947-1952 
piwi homolog in stem cell self-re- 
newal (Cox et al.), 3715-3727 
PTP-2 in oogenesis and vulval devel- 
opment (Gutch et al.), 571-585 
transduction of Akt/PKB insulin sig- 
nals (Paradis and Ruvkun), 
2488-2498 
CAKs. See Cyclin-dependent kinase ac- 
tivating kinases 
Calcification, arterial, in osteoprote- 
gerin-deficient mice (Bucay et 
al.), 1260-1268 
Calmodulin as a Smad-binding protein 
(Whitman), 2445-2462 Review 





Cancer 
key genetic lesions of melanoma (Chin 
et al.), 3467-3481 Review 
mechanisms for overcoming cellular 
senescence (Yeager et al.), 163- 
174 
role of 
ARF tumor suppressor (Sherr), 2984—- 
2991 Perspective 
EGER in gliomagenesis (Holland et 
al.), 3675-3685 
Nf2 in tumorigenesis and metastasis 
(McClatchey et al.), 1121-1133 
PPARy (Blumberg and Evans), 3149- 
3155 Perspective 
CAR®. See Constitutive androstane re- 
ceptor B 
Carbonylation, of proteins during stasis 
in E. coli (Dukan and Nystrém) 
3431-3441 
Cardiogenesis, cell fate determination in 
Drosophila embryonic meso- 
derm (Carmena et al.), 3910- 
3922 
Caspases 
effects of Caspase-2 gene disruption in 
mice (Bergeron et al.), 1304- 
1314 
role in programmed cell death (Cryns 
and Yuan), 1551-1570 Review 
role of CPP32 in apoptosis (Woo et al.) 
806-819 
castor, regulation of CNS expression of 
POU genes (Kambadur et al.}, 
246-260 
Cataracts, in Sox1-null mice (Nishiguchi 
et al.), 776-781 
Catecholamine homeostasis, effects of 
EPAS1 gene disruption in mice 
(Tian et al.), 3320-3324 
Catecholamines, lack of synthesis in 
erbB3 mutant embryos (Britsch 
et al.}, 1825-183 
Caulobacter crescentus, cell cycle regu- 
lation of FtsZ (Kelly et al.), 880- 
893 
CBF1/RBP-Jx, regulation by SMRT/ 
HDAC-1 (Kao et al.), 2269-2277 
Cbf5p, role as pseudouridine synthase 
(Lafontaine et al.), 527-537 
Cbl, role in endocytosis and turnover of 
EGFR (Lefkowitz et al.), 3663- 
3674 
CBP 
coactivation with Smad proteins 
(Janknecht et al.), 2114-2119; 
(Feng et al.), 2153-2163 
cooperativity of p300 with estrogen re- 
ceptor (Kraus and Kadonaga), 
331-342 
determinants of coactivator LXXLL 
motif specificity (McInerney et 
al.), 3357-3368 
role in 
activation of p53 (Sakaguchi et al.}, 
2831-3841 


C. elegans cell differentiation (Shi 
and Mello), 943-955 
Sp1/SREBP-1la synergy (Naar et al.), 
3020-303 1 
CBP80, relationship with HMT1 (Shen 
et al.), 679-691 
CCAAT/enhancer-binding proteins 
role in 
hematopoietic lineage commitment 
(Nerlov et al.), 2413-2423 
mammapoiesis (Robinson et al.), 
1907-1916; (Seagroves et al.), 
1917-1928 
use in studies of mice lacking white 
(McKnight), 
3145-3148 Perspective; (Moitra 
et al.), 3168-3181 


adipose _ tissue 


Cdc2 
deregulation in CREM-deficient mice 
(Servillo et al.), 3639-3643 
interaction with Cyclin B3 in Dro- 
sophila (Jacobs et al.), 3741- 
3752 
regulator of phosphorylated mitotic 
proteins by Pinl (Shen et al.), 
706-720 
requirement of Cdk7 for activation 
(Larochelle et al.), 370-381 
role of homolog Xe-p9 in phosphoryla- 
tion (Patra and Dunphy), 2549- 
2559 
Cde2c, interaction with Cyclin B3 in 
Drosophila (Jacobs et al.), 3741- 
3752 
Cdc4, regulation of Sicl degradation 
(Patton et al.), 692-705; Corri- 
gendum 3144 
Cdc6, activation by E2F (Leone et al.), 
2120-2130 
Cdc7 
localization in fission yeast during mi- 
tosis (Sohrmann et al.), 84-94 
role in origin activation during S phase 
(Bousset and Diffley), 480-490; 
(Donaldson et al.), 491-501 
CDC20, regulation of anaphase initia- 
tion (Fang et al.), 1871-1883 
Cdc24, role in Ste5 activation of MAP 
kinase pathway (Pryciak et al.}, 
2684-2697 
Cdc25, regulation by Cutl2 (Bridge et 
al.), 927-942 
Cdc27, role of homolog Xe-p9 in phos- 
phorylation (Patra and Dunphy), 
2549-2559 
Cdc34 
regulation of cell division and methio- 
nine biosynthesis (Patton et al.), 
692-705; Corrigendum 3144 
role in Swel degradation (Kaiser et al.), 
2587-2597 


Cdc42 


delayed pathway response in plectin- 
deficient fibroblasts (Andra et 
al.), 3442-3451 

role in Ste5 activation of MAP kinase 


pathway (Pryciak et al.), 2684 
2697 
Cdc53 
interaction with 
F-box proteins (Patton et al.), 692- 
705; Corrigendum 3144 
Met30 (Kaiser et al.), 2587-2597 
modification by Rub1 (Hochstrasser)}, 
901-907 Perspective; (Lammer 
et al.), 914-926 
modification of cullin-4A by NEDD8 
(Osaka et al.), 2263-2268 
CDH21, regulation of anaphase initia- 
tion (Fang et al.), 1871-1883 
Cdkl, interaction with Cyclin B3 in Dro- 
sophila (Jacobs et al.), 3741- 
3752 
Cdk2, interaction with Cyclin B3 in Dro- 
sophila (Jacobs et al.), 3741- 
3752 
CDK4/Cdk4 
role in EGFR induction of gliomas 
(Holland et al.), 3675-3685 
stimulation of cyclin D1 association 
by v-Has-ras (Robles et al.), 
2469-2474 
CDK7/Cdk7 
role in 
CAK function (Harper and Elledge}, 
285-289 Perspective 
mitosis and CAK function (Laro- 
chelle et al.), 370-381 
role of phosphorylation in TFIIH inhi- 
bition (Akoulitchev and Rein- 
berg), 3541-3550 
Cds1, role in S-phase-specific checkpoint 
(Lindsay et al.), 382-395 
CED-3, role in programmed cell death 
(Cryns and Yuan), 1551-1570 
Review 
CED-5, role of homolog 
DOCK180 in integrin signaling (Ki- 
yokawa et al.), 3331-3336 
Mbc in Rac signaling (Nolan et al.}, 
3337-3342 
Cegl, interaction RNA Pol II (Cho et al.), 
3482-3487 
ceh-24, activation by C. elegans Twist 
homolog (Harfe et al.), 2623- 
2635 
Cell adhesion, modulation of p53 activ- 
ity (Giaccia and Kastan), 2973- 
2983 Review 
Cell cycle 
blocking of progression by Pin] (Shen 
et al.), 706-720 
control of Drosophila chorion gene 
amplification (Calvi et al.), 734— 
744 
CRM1 mediation of cyclin Bl nuclear 
export (Yang et al.), 2131-2143 
cytokine rescue of growth arrest 
(Quelle et al.}, 1099-1107 
defects in c-Myc-deficient Rat1 fibro- 
blasts (Bush et al.), 3797-3802 
delayed S phase entry in CREM-defi- 
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cient mice (Servillo et al.), 
3639-3643 
etfects of 
HBV pX protein (Haviv et al.), 1217- 
1226 
p27“! and p57”? mutations in 
mice (Zhang et al.), 3162-3167 
inhibition of CDK-cyclin complex by 
one molecule of p21°'?' (Hengst 
et al.), 3882-3888 
localization of GSK-3B (Diehl et al.), 
3499-3511 
negative regulation of B cell entry by 
p18'N¥* (Franklin et al.), 2899- 
2911 
regulation by c-MycS (Xiao et al.), 
3803-3808 
regulation of 
anaphase initiation (Fang et al.), 
1871-1883 
Caulobacter FtsZ (Kelly et al.), 880- 
893 
E2F3 (Leone et al.), 2120-2130 
Rb and p53 by ARF (Sherr), 2984 
2991 Perspective 
role of 
Cdc7 in origin activation (Bousset 
and Diffley), 480-490; (Donald- 
son et al.), 491-501 
Cdk7 in mitosis and CAK function 
(Larochelle et al.), 370-381 
CDK7 phosphorylation in TFIIH in- 
hibition (Akoulitchev and Rein- 
berg), 3541-3550 
Cds1 in S-phase-specific checkpoint 
(Lindsay et al.), 382-395 
CLB5 and CLB6 during meiosis (Stu- 
art and Wittenberg), 2698-2710 
Cyclin B3 in Drosophila (Jacobs et 
al.), 3741-3752 
DMyb in G,/M transition (Katzen et 
al.), 831-843 
E2F-5 in mice (Lindeman et al.), 
1092-1098 
E2F binding in Rb function (Sellers 
et al.), 95-106 
HRAD1 (Freire et al.), 2560-2573 
MAPK cascade in arrest (Lin et al.), 
3008-3019 
Mis4 in sister chromatid cohesion 
(Furuya et al.), 3408-3418 
NPAT in S-phase entry (Zhao et al.), 
456-461 
polo-like kinases in mitosis (Glover 
et al.), 3777-3779 Review 
Rub1 (Hochstrasser), 901-907 Per- 
spective; (Lammer et al.), 914— 
926 
WT1-Hsp70 interaction in inhibit- 
ing cellular proliferation (Ma- 
heswaran et al.), 1108-1120 
Cell division 
role of 
Cdc7p in fission yeast (Sohrmann et 
al.), 84-94 
MinD in B. subtilis (Marston et al.}, 
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3419-3430 
S. pombe PomIp (Bahler and Prin 
gle), 1356-1370 
regulation by SCF complexes (Patton 
et al.), 692-705; Corrigendum 
3144 
Cell division, asymmetric 
key determinants (Hawkins and Gar 
riga), 3625-3638 Review 
role in binary sibling neuronal cell fat« 
determination (Buescher et al.) 
1858-1870 
role of 
Delta and Serrate (Zeng et al.), 1986 
109] 
inscuteable and numb in myogen- 
esis (Carmena et al.), 304-315; 
Erratum, 1241 
Miranda in Staufen and Prospero lo- 
calization (Shen et al.), 1837 
1846 
piwi in Drosophila (Cox et al.) 
3715-3727 
Cell elongation 
defects in tir] mutants in Arabidopsis 
(Ruegger et al.), 198— 207 
polar, role of ROTUNDIFOLIA3 in 
leaf (Kim et al.), 2381-2391 
role of PRL1 in Arabidopsis (Németh 
et al.), 3059-3073 
Cell fate 
myogenic, role of 
BMPs (Reshef et al.), 290-303 
inscuteable and numb (Carmena et 
al.), 304-315; Erratum, 1241 
neuronal, requirements in Drosophila 
(Buescher et al.), 1858-1870 
role of 
C. elegans END-1 in endodermal 
progenitor specification (Zhu et 
al.), 3809-3814 
piwi in Drosophila (Cox et al.) 
3715-3727 
signaling codes required for determi- 
nation in Drosophila embryonic 
mesoderm (Carmena et al.) 
3910-3922 
Cell growth, anchorage-independent 
regulation by c-MycS (Xiao et 
al.), 3803-3808 
Cell injury, role of CHOP in response 
(Zinszner et al.), 982-995 
Cell polarity, planar, signaling through 
differential recruitment of Dsh 
(Axelrod et al.), 2610-2622 
Cell proliferation 
defects in 
cdk7 and cdc2 mutants (Larochelle 
et al.), 370-381 
c-Myc-deficient Ratl fibroblasts 
(Bush et al.), 3797-3802 
effects of Hifla deficiency (Iyer et al.}, 
149-162 
regulation by 
C/EBPB during mammapoiesis (Rob- 
inson et al.), 1907-1916 


c-MycS (Xiao et al.), 3803-3808 
role of 
Seven-up in insect kidney (Kerber et 
al.), 1781-1786 
WT 1-Hsp70 interaction in renal de- 
velopment (Maheswaran et al.), 
1108-1120 
‘ell shape 
regulation by RhoGEF (Hacker and 
Perrimon), 274-284 
role of Vnd in Drosophila CNS (Mc- 
Donald e¢ al.), 3603-3612 
‘ell-cell interactions, role of LIN-12/ 
Notch pathway (Greenwald), 
1751-1762 Review 
‘entral nervous system 
factors involved in asymmetric cell di- 
vision (Hawkins and Garriga), 
625-3638 Review 
regulation of POU genes by castor and 
hunchback {Kambadur et al.), 
246-260 
requirements for binary sibling neuro- 
nal cell fate determination (Bue- 
scher et al.}, 1858-1870 
role of 
Drosophila ind in dorsal-ventral pat- 
terning (Weiss et al.), 3591-3602 
Drosophila Vnd in development 
(McDonald et al.), 3603-3612; 
(Chu et al.), 3613-3624 
Miranda in asymmetric cell division 
(Shen et al.), 1837-1846; (Sch- 
uldt et al.), 1847-1857 
Noggin in development (McMahon 
et al.), 1438-1452 


Sim in cell lineage-specific develop- 
ment (Crews), 607-520 Review 
‘entral spindle 


interaction with the contractile ring 
during cytokinesis (Giansanti et 
al.), 396-410 

role of Pavarotti in organization (Ad- 
ams et al.}, 1483-1494 


Centromere 


assembly of MEI-S332-containing 
complex (Tang et al.), 3843- 
3856 

association of Helios and _ Ikaros 
within heterochromatin (Hahm 
et al.), 782-796 

eramide, regulation of the PI(3)K/Akt/ 
Bad pathway (Zundel and Giac- 
cia), 1941-1946 

‘etl, interaction RNA Pol II (Cho et al.), 
3482-3487 

‘F2, down-regulation by MAPK (Man- 
trova and Hsu}, 1166-1175 

-haperone proteins 

association of WT1 with Hsp70 (Ma- 
heswaran et al.}, 1108-1120 

repression of HSF1 transcription (Shi 
et al.), 654-666 

role in heat shock response (Mori- 
moto), 3780-3796 Review 

charge reversal mutants, at bacterio- 





phage \ and P22 repressor coop- 


erativity interfaces (Whipple et 
al.), 2791-2802 
Checkpoint, role of 
Cds1 during S arrest (Lindsay et al.), 
382-395 
CLB5 and CLB6 during meiosis (Stuart 
and Wittenberg), 2698-2710 
HRAD1 in DNA damage (Freire et al.}, 
2560-2573 
Mecl and Rad53 in S-phase recovery 
(Desany et al.), 2956-2970 
Chick embryo fibroblasts, role of Jun in 
transformation (van Dam et al.}, 
1227-1239 
chickadee mutations, disruptions in 
central spindle formation and 
contractile ring assembly 
(Giansanti et al.), 396-410 
Chip, interaction with Beadex (Milan et 
al.), 2912-2920 
Chirality, role in left-right asymmetry 
(Levin and Mercola}, 763-769 
Perspective 
Cholesterol 
effects of Scp2 gene disruption in mice 
(Seedorf et al.), 1189-1201 
role of LXR in biosynthesis (Blumberg 
and Evans), 3149-3155 Perspec- 
tive 
CHOP, role in programmed cell death 
(Zinszner et al.), 982-995 
Chorion, cell cycle control of gene am- 
plification (Calvi et al.), 734— 
744 
Choroid plexus, role of E2F-5 in function 
(Lindeman et al.), 1092-1098 
Chromatin 
identification of inorganic pyrophos- 
phatase as NURF complex sub- 
unit (Gdula et al.), 3206-3216 
mitotic inactivation of human SWI/ 
SNF complex (Sif et al.), 2842- 
2851 
role in Sp] /SREBP-1la synergy (Naar et 
al.}, 3020-3031 
role of 
GCN5 HAT activity in transcrip- 
tional regulation (Kuo et al.), 
627-639 
HNF3 in nucleosome positioning 
(Shim et al.), 5-10 
methylation in I[gf2 imprinting 
(Jones et al.), 2200-2207 
Rpd3 histone deacetylation in tran- 
scriptional repression (Kadosh 
and Struhl), 797-805 
yeast CAF-I in maintenance of si- 
lencing (Enomoto and Berman), 
219-232 
structural changes during transgene si- 
lencing (Pikaart et al.), 2852- 
2862 
Chromatin assembly factor I, role in 
maintenance of silencing in 
yeast (Enomoto and Berman), 


219-232 
Chromosome 
condensation, role of Xenopus SMC 
complex in sister chromatid co- 
hesion (Losada et al.), 1986- 
1997 
cores, role of Mekl in synaptonemal 
complex formation (Bailis and 
Roeder), 3551-3563 
deletions, role in melanoma (Chin et 
al.), 3467-3481 Review 
healing, role of higher order telomer- 
ase complexes (Greene and 
Shippen), 2921-2931 
loss, in human cancer (Yeager et al.), 
163-174 
methylation, patterns in preimplanta- 
tion embryos (Rougier et al.), 
2108-2113 
pairing, role of telomeres (Rockmill 
and Roeder), 2574-2586 
partitioning 
migration of the origin and terminus 
in E. coli (Niki and Hiraga), 
1036-1045 
role of B. subtilis SMC protein (Brit- 
ton et al.), 1254-1259 
rearrangements, suppression of cross- 
ing-over by DNA methylation 
in Ascobolus (Maloisel and Ros- 
signol), 1381-1389 
translocations 
role in melanoma (Chin et al.), 
3467-3481 Review 
suppression during double-strand 
break repair (Richardson et al.), 
3831-3842 
CKIs. See Cyclin-dependent kinase in- 
hibitors 
Cks, role of homolog Xe-p9 in cyclin B 
degradation (Patra and Dunphy}, 
2549-2559 
CLB genes, role during meiosis (Stuart 
and Wittenberg), 2698-2710 
Cleavage, mechanisms of C2 com- 
plement gene USE function 
(Moreira et al.), 2522-2534 
Cleft palate, exhibited by 
Jag2 mutant mice (Jiang et al.}, 1046- 
1057 
Pax9 mutant mice (Peters et al.), 2735- 
2747 
Cln2, regulation of degradation (Patton 
et al.), 692-705; Corrigendum 
3144 
cloche, relationship to SCL/Tal-1 (Liao 
et al.), 621-626 
Clp proteases, degradation of Ssr-tagged 
substrates (Gottesman et al.), 
1338-1347 
CLR-1, role in FGF receptor signaling 
pathway (Kokel et al.), 1425- 
1437 
CNS. See Central nervous system 
Coactivators 
determinants of LXXLL motif specific- 


ity (McInerney et al.), 3357- 
3368 
ligand-independent recruitment to es- 
trogen receptor by cyclin Dl 
(Zwijsen et al.), 3488-3498 
novel vitamin D,-interacting protein 
complex {Rachez et al.), 1787- 
1800 
role of 
Ada complex in nuclear receptor 
function (vom Baur et al.), 
1278-1289 
novel complex in Spl/SREBP-la 
synergy (Naar et al.), 3020-3031 
PCAF and nuclear hormone recep- 
tors (Blanco et al.), 1638-1651 
structure and specificity of nuclear re- 
ceptor interactions (Darimont 
et al.), 3343-3356 
Coat color, interaction of Agouti protein 
with melanocortin 1 receptor 
(Ollmann et al.), 316-330 
Cofactors 
functional and regulatory interactions 
of exd and Hox genes (Azpiazu 
and Morata), 261-273 
role of FOG in hematopoiesis (Tsang 
et al.), 1176-1188 
Cohesins, role of Xenopus SMC complex 
in sister chromatid cohesion 
(Losada et al.), 1986-1997 
Coliphage N4, RNA polymerase pro- 
moter recognition (Dai and 
Rothman-Denes)}, 2782-2790 
Colony-stimulating factor-1, role in 
mouse mammary gland devel- 
opment (Hennighausen and 
Robinson}, 449-455 Review 
ComkK, identification as B. subtilis CTF 
(Hamoen et al.), 1539-1550 
Competence, recognition of unique A/T- 
rich DNA pattern by B. subtilis 
CTF (Hamoen et al.), 1539- 
1550 
Competence transcription factor, recog- 
nition of unique A/T-rich DNA 
pattern in B. subtilis (Hamoen 
et al.), 1539-1550 
Constitutive androstane receptor f, het- 
erodimerization with RXR and 
ligand dependence (Blumberg 
and Evans), 3149-3155 Perspec- 
tive 
Contractile ring 
interaction with the central spindle 
during cytokinesis (Giansanti et 
al.), 396-410 
role of Pavarotti in organization (Ad- 
ams et al.), 1483-1494 
Cooperativity, role of amino acid—amino 
acid contacts in \ and P22 re- 
pressors (Whipple et al.), 2791- 
2802 
Copper cells, role of dve and Jab in speci- 
fication (Nakagoshi et l.), 
2724-2734 
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Corepressors 
regulation of Notch signaling by 
SMRT/HDAC-1 (Kao et al.), 
2269-2277 
role of Groucho proteins (Fisher and 
Caudy), 1931-1940 Review 
Corn, See also Maize 
role of ids1 in spikelet meristem fate 
(Chuck et al.), 1145-1154 
CPP32, role of in apoptosis (Woo et al.) 
806-819 
CREM, role in hepatocyte proliferation 
(Servillo et al.), 3639-3643 
Crk, activation of Racl by SH3-binding 
protein DOCK180 (Kiyokawa et 
al.), 3331-3336 
Crm1/CRMI 
regulation of 
cyclin B1 cellular localization (Yang 
et al.), 2131-2143 
Pap1 subcelluar localization (Toone 
et al.), 1453-1463; Erratum 2650 
role in nuclear RNA export (Stutz and 
Rosbash), 3303-3319 Review 
Crossing-over, suppression by DNA 
methylation in Ascobolus (Ma- 
loisel and Rossignol), 1381- 
1389 
CRS. See Cytoplasmic retention se- 
quence 
CSF-1. See Colony-stimulating factor-1 
CTF. See Competence transcription fac- 
tor 
Cullin-4A, modification by NEDD8 
(Osaka et al.), 2263-2268 
CUP1, RNA Pol II CTD-independent ac- 
tivation of transcription (Mc- 
Neil et al.), 2510-2521 
Cut12, role in spindle pole body forma- 
tion and mitosis (Bridge et al.), 
927-942 
Cyclic AMP oscillation, role of Myb 
homolog in Dictyostelium 
(Otsuka et al.), 1738-1748 
Cyclic AMP-dependent protein kinase, 
regulation of stationary phase 
entry through Rim15p (Rein- 
ders et al.), 2943-2955 
Cyclin 
A, suppression by RB (Knudsen et al.}, 
2278-2292 


B, role in Drosophila male fertility (Ja- 
cobs et al.), 3741-3752 

Bl, regulation of cellular localization 
by CRM1 (Yang et al.}, 2131- 
2143 


B3, role in Drosophila female fertility 
(Jacobs et al.), 3741-3752 
D1 
ligand-independent recruitment of 
coactivators to estrogen recep- 
tor (Zwijsen et al.), 3488-3498 
regulation of proteolysis GSK-38 
(Diehl et al.), 3499-3511 
E 
partial rescue of RB inhibition of 
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DNA synthesis (Knudsen et al 
2278-2292 
role in cell cycle control of chorion 
gene amplification (Calvi et al.) 
734-744 
H, role in CAK function (Harper and 
Elledge), 285-289 Perspective 
Cyclin E-CDK2, phosphorylation of 
NPAT (Zhao et al.), 456-461 
Cyclin-dependent kinase activating ki- 
nases, role of Cdk7 in function 
(Harper and Elledge}, 285-289 
Perspective; (Larochelle et al 
370-381 
Syclin-dependent kinase inhibitors 
cooperation between p27*¥ and 
p57“? (Zhang et al.), 3162 
3167 
inhibition of CDK-cyclin complex by 
one molecule of p21‘?! (Hengst 
et al.), 3882-3888 


role of p18'N**« 


and p27*'?! in suppres- 
sion of pituitary tumorigenesis 
(Franklin et al.), 2899-2911 
Cyclin-dependent kinases 
association of CDK9 with P-TEFb cy- 
clin subunits (Peng et al.), 755 
762 
degradation of inhibitory kinase Swe] 
(Kaiser et al.), 2587-2597 
inhibition of complex with cyclin by 
one molecule of p21“?! (Hengst 
et al.), 3882-3888 
interaction of CDK9 and human cyclin 
T1 (Garber et al.), 3512-3527 
NPAT as substrate of cyclin E-CDK2 
(Zhao et al.), 456-461 
regulation of Sicl degradation by 
SCF“ (Patton et al.), 692-705; 
Corrigendum 3144 
Cyclins. See also Specific cyclins 
degradation and exit from mitosis in 
Drosophila syncytial embryos 
(Su et al.), 1495-1503 
deregulation in CREM-deficient mice 
(Servillo et al.), 3639-3643 
expression during lens development 
(Zhang et al.), 3162-3167 
identification of P-TEFb subunits 
(Peng et al.), 755-762 
interaction of HIV-1 Tat and human 
cyclin T1 (Garber et al.), 3512 
3527 
regulation of Cln2 degradation by SCF 
complex (Patton et al.), 692 
705; Corrigendum 3144 
role in Drosophila germ cell prolifera 
tion (Jacobs et al.}, 3741-3752 
role of 
CLB5 and CLB6 during meiosis (Stu- 
art and Wittenberg), 2698-2710 
Xe-p9 in cyclin B degradation (Patra 
and Dunphy), 2549-2559 
Cyclosporin A, inhibition of calcineurin- 
dependent transcription (Chin 
et al.), 2499-2509 


CYP90C1, role in polar elongation of leaf 
cells (Kim et al.}, 2381-2391 
Cytochrome b, role of PIM1 protease in 
expression (van Dyck et al.), 
1515-1524 
ytochrome c oxidase, role of PIM1 pro- 
tease in expression (van Dyck et 
al.), 1515-1524 
ytochrome P-450 family 
regulation by SXR (Blumberg et al.), 
3195-3205 
role of ROTUNDIFOLIAS in leaf cell 
polar elongation (Kim et al.), 
2381-2391 
ytokine, rescue of apoptosis and 
growth arrest (Quelle et al.), 
1099-1107 
ytokine receptors 
role of maternal IL-11Ra signaling in 
fetoplacental development (Bil- 
inski et al.), 2234-2243 
signaling of ES cell self-renewal (Niwa 
et al.), 2048-2060 
ytokinesis 
between the central 
spindle and the contractile ring 
(Giansanti et al.), 396-410 
localization of Cdc7p during mitosis 
in fission yeast (Sohrmann et 
al.), 84-94 
role ot 
MinD in B. subtilis (Marston et al.), 
3419-3430 
Pavarotti (Adams et al.}), 1483-1494 
polo-like kinases (Glover et al.), 
3777-3779 Review 
S. pombe Pom |p (Bahler and Prin- 
gle), 1356-1370 
Cytoplasmic retention sequence, role in 
cyclin Bl cellular localization 
(Yang et al.), 2131-2143 


Cytoskeleton 


interaction 


regulation of actin dynamics by plec- 
tin (Andra et al.), 3442-3451 

role of Nf2 in tumorigenesis and me- 
tastasis (McClatchey et al.), 
1121-1133 


D 


DAF-16, regulation by insulin receptor 
signaling (Paradis and Ruvkun), 
2488-2498 

tA, role in E. coli DNA replication 
(Kitagawa et al.), 3032-3043 

Daughterless, interaction of C. elegans 
homolog with CeTwist (Harfe 
et al.), 2623-2635 

Dbl family, role of RhoGEF in Dro- 
sophila development (Hacker 
and Perrimon), 274-284 

DDM1, role in Arabidopsis gene silenc- 
ing (Jeddeloh et al.), 1714-1725 

Deacetylation 

regulation of Notch signaling by 





SMRT/HDAC-1 (Kao et al.), 
2269-2277 
role in transgene silencing (Pikaart et 
al.), 2852-2862 
role of Rpd3 in transcriptional repres- 
sion (Kadosh and Struhl), 797- 
805 
transcriptional regulation through his- 
tone modification (Struhl}, 599- 
606 Perspective 
DEAD-box RNA helicase, interaction of 
RhIB with RNase E in E. coli 
(Vanzo et al.), 2770-2781 
Decapentaplegic 
mechanisms regulating Drosophila 
mesoderm induction (Xu et al.), 
2354-2370 
role in Drosophila mesodermal cell 
fate determination (Carmena et 
al.), 3910-3922 
signaling role during endoderm induc- 
tion in Drosophila (Sziit et al.), 
2022-2035 
decapentaplegic, regulation by 
Drosophila puckered (Martin-Blanco 
et al.), 557-570 
misshapen (Su et al.), 2371-2380 
Decidua, role of maternal IL-11Ra sig- 
naling in development (Bilinski 
et al.), 2234-2243 
defective proventriculus, role in midgut 
specification (Nakagoshi et al.}, 
2724-2734 
Degradation signal, identification in 
UmuD protein (Gonzalez et al.), 
3889-3999 
Dell, new ligand for avB3 receptor 
(Hidai et al.), 21-33 
Delta 
induction of Notch cleavage and 
nuclear entry (Kidd et al.), 3728- 
3740 
role in asymmetric cell division (Zeng 
et al.), 1986-1091 
Delta D, role of Eph signaling in expres- 
sion (Durbin et al.), 3096-3109 
DEP domain, role in Dsh localization 
and function (Axelrod et all.}, 
2610-2622 
DER, role in Drosophila mesodermal 
cell fate determination (Car- 
mena et al.}, 3910-3922 
Dermomyotome, expression of Noggin 
(Reshef et al.), 290-303 
Determinacy, role of ids1 in spikelet me- 
ristem fate (Chuck et al.), 1145- 
1154 
Development, general 
cell fate determination in Drosophila 
embryonic mesoderm (Carmena 
et al.), 3910-3922 
delay in Blm mutant mice (Chester et 
al.), 3382-3393 
role of 
ActRIB in mice (Gu et al.}, 844-857 
Eph signaling in somite formation 


(Durbin et al.), 3096-3109 
guanosine tetraphosphate in M. xan 

thus (Harris et al.), 1022-1035 
higher order telomerase complexes 


(Greene and Shippen), 2921- 
2931 
integrin splice variants (Baudoin et 
al.), 1202-1216 
LIN-12/Notch pathway (Green- 
wald), 1751-1762 Review 
Mbc in Rac signaling (Nolan et al.), 
3337-3342 
MEK Ka in Dictyostelium (Chung et 
al.), 3564-3578 
Myb homolog in Dictyostelium 
(Otsuka et al.), 1738-1748 
neuregulin in neural crest cell devel- 
opment (Britsch et al.), 1825- 
183 
okra and spindle-B during oogenesis 
(Ghabrial et al.), 2711-2723 
RhoGEF in Drosophila (Hacker and 
Perrimon), 274-284 
Smad4/DPC4 in mice (Sirard et al.), 
107-119 
Smads in early TGF signaling 
(Whitman), 2445-2462 Review 
Spalten in Dictyostelium cell-type 
differentiation (Aubry and Fir- 
tel), 1525-1538 
Development, specific. See also Specific 
organisms 
cardiovascular, defects in Hifla-null 
mice (Iyer et al.), 149-162 
cell lineage-specific, role of bHLH-PAS 
proteins (Crews), 607-520 Re- 
view 
craniofacial 
abnormalities in Pax9 mutant mice 
(Peters et al.), 2735-2747 
defects in Jag2 mutant mice (Jiang et 
al.), 1046-1057 
eye 
defects in Hs2st mutant mice (Bul- 
lock et al.), 1894-1906 
role of 
BMP4 in lens (Furuta and Hogan], 
3764-3775 
hth in Drosophila (Pai et al.), 435- 
446 
p27?! and p57*'?? 
et al.}, 3162-3167 
Sox1 in lens formation (Nishigu- 
chi et al.), 776-781 
fetoplacental, role of maternal IL-11Ra 
signaling (Bilinski et al.), 2234— 
2243 
foregut, role of pha-4 (Horner et al.}, 
1947-1952 
kidney 
defects in Hs2st mutant mice (Bul- 
lock et al.), 1894-1906 
role of WT1-Hsp70 interaction in 
inhibiting cellular proliferation 
(Maheswaran et al.), 1108-1120 
leaf, role of 


in lens (Zhang 


liguleless2 in maize (Walsh et al.), 
208-218 
ROTUNDIFOLIAS in polar elonga- 
tion of cells (Kim et al.), 2381- 
2391 
leg, role of Drosophila spineless (Dun- 
can et al.), 1290-1303 
lens, role of 
BMP4 (Furuta and Hogan), 3764— 
3775 
p27“? and p57*'? (Zhang et al.), 
3162-3167 
limb 
abnormalities in Pax9 mutant mice 
(Peters et al.), 2735-2747 
defects in 
Fgf-10 mutant mice (Min et al.}, 
3156-3161 
Fgfr1 hypomorphic mutant em- 
bryos (Partanen et al.), 2332-2044 
Jag2 mutant mice (Jiang et al.), 
1046-1057 
role of 
CD44 (Sherman et al.), 1058-1071 
FGFs (Martin), 1571-1586 Review 
lung, defects in Fgf-10 mutant mice 
(Min et al.), 3156-3161 
mammary gland, role of C/EBP® (Rob- 
inson et al.), 1907-1916; (Sea- 
groves et al.), 1917-1928 
muscle 
regulation of Mef2 by Twist during 
Drosophila myogenesis (Cripps 
et al.), 422-434 
role of calcineurin-dependent tran- 
scriptional regulation (Chin et 
al.), 2499-2509 
neuroendocrine, role of SIMI (Mi- 
chaud et al.}, 3264-3275 
pancreatic, role of PTF1-p48 (Krapp et 
al.), 3752-3764 
root, role of 
auxin transport (Dolan), 2091-2095 
Perspective 
EIRI in gravitropism (Luschnig et 
al.), 2175-2187 
RHL1 (Schneider et al.), 2013-2021 
skeletal 
defects in Hs2st mutant mice (Bul- 
lock et al.), 1894-1906 
role of Pax9 (Peters et al.), 2735- 
2747 
thymic, defects in Jag2 mutant mice 
(Jiang et al.), 1046-1057 
tooth, role of activin BA (Ferguson et 
al.), 2636-2649 
tracheal, role of headcase gene in 
branching (Steneberg et al.), 
956-967 
vulval, role of C. elegans PTP-2 (Gutch 
et al.), 571-585 
wing 
regulation of Apterous by Beadex 
(Milan et al.), 2912-2920 
role of 
Ubx in halteres (Weatherbee et al.}, 
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1474-1482 
Vestigial and Scalloped (Simmonds et 
al.), 3815-3820; (Halder et al.), 
3900-3909 
dharma, non-cell-autonomous  induc- 
tion of the Spemann organizer 
(Yamanaka et al.), 2345-2353 
Diabetes 
in 
A-ZIP/F-expressing mice (Moitra et 
al.), 3168-3181 
mice expressing SREBP-Ic in adi- 
pose tissue (Shimomura et al.}, 
3182-3194 
mice lacking white adipose tissue 
(McKnight et al.), 3145-3148 
Perspective 
role of IPF1/PDX1 in 8 cells (Ahlgren 
et al.), 1763-1768 
Dictyostelium, role of 
MEKKa in spatial patterning (Chung 
et al.), 3564-3578 
Myb homolog in development (Otsuka 
et al.), 1738-1748 
Spalten in cell-type differentiation 
(Aubry and Firtel), 1525-1538 
Differentiation 
cell cycle regulation of Caulobacter 
FtsZ (Kelly et al.), 880-893 
effects of p27*”! and p57*’?? enteroen- 
docrine, role of BETA2-p300 
(Mutoh et al.), 820-830 
induction of myeloid lineage commit- 
ment by PU.1 (Nerlov and Graf), 
2403-2412 
mutations in mice (Zhang et al.}, 
3162-3167 
role of 
C. elegans END-1 in endoderm (Zhu 
et al.}, 3809-3814 
C/EBP8 during mammapoiesis 
(Robinson et al.), 1907-1916 
C/EBP® in myeloid cells (Nerlov et 
al.), 2413-2423 
CBP/p300 in C. elegans (Shi and 
Mello), 943-955 
E2F binding in Rb function (Sellers 
et al.), 95-106 
RHL1 in root hair initiation 
(Schneider et al.), 2013-2021 
Spalten in Dictyostelium (Aubry 
and Firtel), 1525-1538 
SpollE in o* specificity (Wu et al.), 
1371-1380 
synaptic, molecular signals at the neu- 
romuscular junction (Burden), 
133-148 Review 
T cell 
defects in Jag2 mutant mice (Jiang et 
al.), 1046-1057 
inhibition by Lmo2_ (Rabbitts), 
2651-2657 Perspective 
Differentiation regulatory factor com- 
plex, interaction of p300 and 
ATF-2 (Kawasaki et al.), 233- 
245 
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Dioxin receptor, role of Drosophila ho 
molog (Duncan et al.), 1290 
1303 
Diploidy, role of DMyb in maintenance 
(Katzen et al.), 831-843 
Division site, mid-cell, role of MinD in 
selection (Marston et al.), 3419 
3430 
DivIVA, control of role MinD (Marston 
et al.), 3419-3430 
DNA bending, role in 
p53 binding (Jayaraman et al.), 462 
472 
prokaryotic enhancer-binding protein 
specificity (Dworkin et al.), 
894-900 
DNA binding 
B-globin LCR by Sp] and EKLF (Gille- 
mans et al.), 2863-2873 
negative regulation of HSF1 by HSBP1 
(Satyal et al.), 1962-1974 
polarity of hRPA (de Laat et al.)}, 2598 
2609 
Pol II core promoter element by TFIIB 
(Lagrange et al.), 34-44 
site selectivity of p53 (Resnick-Silver- 
man et al.), 2102-2107 
specificity of SXR (Blumberg et al.), 
3195-3205 
unique A/T-rich pattern by B. subtilis 
CTF (Hamoen et al.), 1539-1550 
DNA-binding proteins, role of EIN3 and 
ERF1 in ethylene signaling (So- 
lano et al.), 3703-3714 
DNA damage 
activation of 
Cds1 kinase (Lindsay et al.), 382-395 
p53 (Sakaguchi et al.), 2831-3841 
cytokine rescue of apoptosis and 
growth arrest (Quelle et al.), 
1099-1107 
effects of Blm gene disruption in mice 
(Chester et al.), 3382-3393 
role of 
HRAD1 (Freire et al.), 2560-2573 
TCRB enhancer (Hempel et al.), 
2305-2317 
DNA-dependent protein kinase, C1D 
mediated activation (Yavuzer et 
al.), 2188-2199 
DNA helicase, effects of Blm gene dis 
ruption in mice (Chester et al.}, 
3382-3393 
DNA invertase, Fis activation of the Hin 
invertasome (Merickel et al.), 
2803-2816 
DNA joining, role of the TCR enhancer 
(Hempel et al.), 2305-2317 
DNA metabolism, role of molecu- 
lar switch-controlled cascades 
(Fishel), 2096-2101 Perspective 
DNA methylation 


chromosomal patterns in preimplanta- 
tion embryos (Rougier et al.), 
2108-2113 

role in 


\rabidopsis gene silencing (Jedde- 
loh et al.), 1714-1725 
H19/Igf2 imprinting (Thorvaldsen 
et al.), 3693-3702 
[gf2 imprinting (Jones et al.), 2200- 
2207 
« chain allelic exclusion (Mosto- 
slavsky et al.), 1801-1811 
transgene silencing (Pikaart et al.), 
2852-2862 
suppression of crossing-over in Asco- 
bolus (Maloisel and Rossignol), 
1381-1389 
DNA recombination, site-specific, Fis 
activation of the Hin inverta- 
some (Merickel et al.), 2803- 
2816 
DNA repair 
C1D-mediated activation of DNA-PK 
(Yavuzer et al.), 2188-2199 
of double-strand breaks by interchro- 
mosomal recombination (Rich- 
ardson et al.), 3831-3842 
role of 
APN2 in repair of abasic sites 
{Johnson et al.), 3137-3143 
okra and spindle-B (Ghabrial et al.), 
2711-2723 
RecQ in recombination initiation 
and disruption (Harmon and 
Kowalczykowski), 1134-1144 
RNA Pol Ill transcription (Abous- 
sekhra and Thoma), 411-421 
DNA replication 
coupling to recombination (Richard- 
son et al.), 3831-3842 
regulation by E2F (Leone et al.), 2120- 
2130 
role of 
CLB5 and CLB6 during meiosis (Stu- 
art and Wittenberg), 2698-2710 
E. coli datA locus (Kitagawa et al.}, 
3032-3043 
Mec]1 and Rad53 in S-phase recovery 
(Desany et al.), 2956-2970 
DNA, ribosomal, role of Fobl and RNA 
Pol I in repeat expansion and 
contraction (Kobayashi et al.), 
3821-3830 
DNA strand exchange, role of 
archaeal RadA (Seitz et al.), 1248-1253 
Rad 52, Rad55, and Rad57 (Gasior et 
al.}, 2208-2221 
DNA structure, role in RNA polymerase 
promoter recognition (Dai and 
Rothman-Denes)}, 2782-2790 
DNA synthesis 
inhibition by RB (Knudsen et al.), 
2278-2292 
reduction in CREM-deficient mice 
(Servillo et al.), 3639-3643 
DnaA, role in E. coli DNA replication 
(Kitagawa et al.), 3032-3043 
DOCK180 
activation of Racl (Kiyokawa et al.}, 
3331-3336 





association with Rac (Nolan et al.), 
3337-3342 
Donor preference, role of Mcm1 (Wu et 
al.), 1726-1737 
Dorsal, role of Groucho proteins as core- 
pressors (Fisher and Caudy), 
1931-1940 Review 
Dorsal closure, role of 
Mbc (Nolan et al.) 
misshapen (Su et al.}, 237 
Double-strand break repair 
C1D-mediated activation of DNA-PK 
(Yavuzer et al.), 2188-2199 
enhancer control of V(D)/ recombina- 
tion (Hempel et al.), 2305-2317 
role of interchromosomal recombina- 
tion (Richardson et al.), 3831- 
3842 
Double-strand breaks 
formation of RPA, Rad52, and Rad51 
foci (Gasior et al.), 2208-2221 
repair by interchromosomal recombi- 
nation (Richardson et al.), 3831- 
3842 
role of mei-W68 in meiotic recombina- 
tion (McKim and Hayashi-Hagi- 
hara), 2932-2942 
Down syndrome, role of mammalian 
sim (Crews), 607-520 Review 
DP family, regulation by RB-family pro- 
teins (Dyson), 2245-2262 Re- 
view 
DPC4 
coactivation with Smad3 (Feng et all.), 
2153-2163 
role in gastrulation and anterior devel- 
opment (Sirard et al.), 107-119 
DRB 
interaction with DSIF (Wada et al.), 
343-356 
sensitivity of human P-TEFb activity 
(Peng et al.), 755-762 
DRB sensitivity-inducing factor, regula- 
tion of RNA Pol II processivity 
(Wada et al.), 343-356 
DRF complex. See Differentiation regu- 
latory factor complex 
drifter, regulation of CNS expression by 
castor and hunchback (Kamba- 
dur et al.), 246-260 
Drosophila 
activation of the JAK signaling path- 
way by unpaired (Harrison et 
al.), 3252-3263 
cell cycle control of chorion gene am- 
plification (Calvi et al.), 734— 
744 
cell fate determination in embryonic 
mesoderm (Carmena et al.}, 
3910-3922 
differential recruitment of Dsh (Axel- 
rod et al.), 2610-2622 
discovery of Smad proteins (Whitman), 
2445-2462 Review 
functional and regulatory interactions 
of exd and Hox genes (Azpiazu 


and Morata), 261-273 
functions of EGF domains (Schnepp et 
al.), 908-913 
homology of Windbeutel to vertebrate 
endoplasmic reticulum proteins 
(Konsolaki and Schupbach), 
120-131 
identification of 
inorganic pyrophosphatase as NURF 
complex subunit (Gdula et al.}, 
3206-3216 
Puc as JNK phosphatase (Martin- 
Blanco et al.), 557-570 
in vivo role of U2AF (Rudner et all.), 
1010-1021 
interaction between the central spin- 
dle and the contractile ring dur- 
ing cytokinesis (Giansanti et 
al.), 396-410 
ligand-induced Notch cleavage and 
nuclear entry (Kidd et al.), 3728- 
3740 
localization-dependent translation of 
oskar mRNA 5’ (Gunkel et al.), 
1652-1664 
regulation of 
Apterous by Beadex during wing de- 
velopment (Milan et al.), 2912- 
2920 
Exd nuclear localization by hth (Pai 
et al.), 435-446 
Mef2 by Twist during myogenesis 
(Cripps et al.), 422-434 
POU genes by castor and hunch- 
back (Kambadur et al.), 246-260 
regulatory activities of diverse core 
promoters during embryogen- 
esis (Ohtsuki et al.), 547-556 
requirements for 
binary sibling neuronal cell fate de- 
termination (Buescher et al.), 
1858-1870 
exit from mitosis in syncytial em- 
bryos (Su et al.), 1495-1503 
role of 


bHLH-PAS proteins in cell-lineage- 


specific development (Crews), 
607-520 Review 

Cdk7 in mitosis and CAK function 
(Larochelle et al.), 370-381 

CF2 down-regulation in dorsoven- 
tral patterning (Mantrova and 
Hsu), 1166-1175 

Cyclin B3 female fertility (Jacobs et 
al.), 3741-3752 

Delta and Serrate in asymmetric cell 
division (Zeng et al.), 1986-1091 

Dpp and EGFR signaling during en- 
doderm induction (Sziit et al.), 
2022-2035 

dve in midgut specification (Naka- 
goshi et al.), 2724-2734 

DWnt-2 in development of the male 
reproductive tract (Kozopas et 
al.), 1155-1165 

GAGA element in the eve promoter 


(Ohtsuki and Levine}, 3325- 
3330 
headcase in tracheal branching (Ste- 
neberg et al.}, 956-967 
inscuteable and numb in asymmet- 
ric cell division (Carmena et 
al.), 304-315; Erratum, 1241 
Mbc in Rac signaling (Nolan et al.), 
3337-3342 
MEI-S332 in sister chromatid cohe- 
sion (Tang et al.), 3843-3856 
mei-W68in meiotic recombination 
(McKim and Hayashi-Hagihara), 
2932-2942 
Miranda in asymmetric cell division 
(Shen et al.), 1837-1846; (Sch- 
uldt et al.), 1847-1857 
misshapen in dorsal closure (Su et 
al.), 2371-2380 
myb in cell division (Katzen et al.}, 
831-843 
okra and spindle-B during oogenesis 
(Ghabrial et al.), 2711-2723 
pavarotti in cytokinesis (Adams et 
al.), 1483-1494 
piwi in stem cell self-renewal (Cox 
et al.), 3715-3727 
Seven-up in kidney cell proliferation 
(Kerber et al.}, 1781-1786 
spineless gene product (Duncan et 
al.), 1290-1303 
Tinman and Medea in mesoderm in- 
duction (Xu et al.), 2354-2370 
Ubx in haltere development (Weath- 
erbee et al.), 1474-1482 
Vestigial and Scalloped in wing de- 
velopment (Simmonds et al.), 
3815-3820; (Halder et al.), 
3900-3909 
Vnd in CNS dorsoventral patterning 
(McDonald et al.), 3603-3612 
self-stimulation of proneural genes in 
neural precursors (Culi and 
Modolell), 2036-2047 
DSIF. See DRB sensitivity-inducing fac- 
tor 
Dwarfism, in B]m mutant mice (Chester 
et al.), 3382-3393 
DWnt-2, role in male reproductive tract 
development (Kozopas et al.), 
1155-1165 


E 


E box 
mediation of c-Myc functions (Xiao et 
al.), 3803-3808 
role in TGF-f induction of transcrip- 
tion (Hua et al.), 3084-3095 
E1A protein 
inhibition of 
p300 (Anju and White), 1975-1985 
Smad3 transactivation (Feng et al.), 
2153-2163 
rescue of RB inhibition of DNA syn- 
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thesis (Knudsen et al.), 2278- 
2292 
E1A signaling, role of pl94®F (de 
Stanchina et al.}, 2434-2442 
E1B 19K protein, bypass of p300 inhibi- 
tion (Anju and White), 1975- 
1985 
E2F 
regulation by RB-family proteins (Dy- 
son), 2245-2262 Review 
role of interaction in Rb function (Sell- 
ers et al.), 95-106 
E2F-1, rescue of RB inhibition of DNA 
synthesis (Knudsen et l.), 
2278-2292 
E2F3, cell cycle regulation (Leone et al.), 
2120-2130 
E2F-5, gene disruption in mice (Linde- 
man et al.), 1092-1098 
E3 ubiquitin ligase, regulation of cell di- 
vision and methionine biosyn- 
thesis (Patton et al.), 692-705; 
Corrigendum 3144 
E6 oncoprotein, inhibition of IRF-3 
(Ronco et al.), 2061-2072 
Ectoderm, cell death GATA6-deficient 
mice (Morrisey et al.), 3579- 
3590 
EGF. See Epidermal growth factor 
EGF domain. See Epidermal growth fac- 
tor domain 
EGF receptors. See Epidermal growth 
factor receptors 
EGF-like repeats. See Epidermal growth 
factor-like repeats 
Egg chamber, role of okr in anterior—pos- 
terior patterning (Ghabrial et 
al.), 2711-2723 
Egg cylinder 
effects of GATAG6 deficiency in mice 
(Morrisey et al.), 3579-3590 
role of ActRIB in organization (Gu et 
al.), 844-857 
EGL-15, role of C. elegans CLR-1 in sig- 
naling (Kokel et al.), 1425-1437 
egl-15, activation by C. elegans Twist 
homolog (Harfe et al.), 2623- 
2635 
elF2, catalytic and regulatory subcom- 
plexes in eIF2B (Pavitt et al.), 
514-526 
elF4E-binding proteins, regulation of 4E- 
BP1 by Akt (Gingras et al.), 502- 
513 
EIR]. See ETHYLENE INSENSITIVE 
ROOT 1 
Elongation factors 
identification of P-TEFb cyclin sub- 
units (Peng et al.), 755-762 
role of vaccinia virus NPH-I (Deng and 
Shuman), 538-546 
Elongin BC complex, interaction with 
the SOCS box (Kamura et al.}, 
3872-3881 
Embryogenesis 
cell fate determination in Drosophila 
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embryonic mesoderm (Carmena 
et al.), 3910-3922 
defects in Ets2-deficient mice (Yama- 
moto et al.), 1315-1326 
effects of 
Blm gene disruption in mice 
(Chester et al.), 3382-3393 
GATAG6 deficiency in mice (Morri- 
sey et al.), 3579-3590 
Hifla deficiency in mice (Iyer et al.}, 
149-162 
regulation of OPN expression by Oct-4 
and Sox-2 (Botquin et al.), 2073 
2090 
requirements for exit from mitosis in 
Drosophila syncytial embryos 
(Su et al.), 1495-1503 
role of 
BMP4 in lens formation (Furuta and 
Hogan), 3764-3775 
Cyclin B3 in Drosophila (Jacobs et 
al.), 3741-3752 
Dell in mice (Hidai et al.), 21-33 
Drosophila puckered (Martin-Blan 
co et al.), 557-570 
EPAS1 in mice (Tian et al.), 3320 
3324 
Eph signaling in somite formation 
(Durbin et al.), 3096-3109 
integrin splice variants (Baudoin et 
al.), 1202-1216 
ligand-induced Notch cleavage and 
nuclear entry (Kidd et al.), 3728 
3740 
Mbc (Nolan et al.), 3337-3342 
misshapen in dorsal closure (Su et 
al.), 2371-2380 
piwi in Drosophila (Cox et al.} 
3715-3727 
Unpaired in segmentation (Harrison 
et al.), 3252-3263 
Embryoid bodies, effects of GATAG defi- 
ciency (Morrisey et al.), 3579 
3590 
END-1, role of in endodermal progenitor 
specification (Zhu et al.), 3809 
3814 
Endoderm 
repression of SHH during pancreas de- 
velopment (Hebrok et al.) 
1705-1713 
role of 
C. elegans END-1 in specification 
(Zhu et al.), 3809-3814 
Dpp and EGER signaling during in- 
duction (Sziit et al.), 2022-2035 
visceral, role of 
GATAG in differentiation (Morrisey 
et al.), 3579-3590 
Smad4/DPC4 in development (Sir- 
ard et al.), 107-119 
Endoplasmic reticulum 
proteins, homology of windbeutel pro- 
tein product (Konsolaki and 
Schupbach), 120-131 
stress 


lack of cell death in CHOP-deficient 
mice (Zinszner et al.), 982-995 
role of Irelp (Tirasophon et al.), 
1812-1824 
Endoreduplication, role of Drosophila 
myb in prevention (Katzen et 
al.), 831-843 
Endoribonuclease, role of Irelp in ER 
stress response pathway (Tira- 
sophon et al.), 1812-1824 
Endothelium, role of Dell in cell-cell ad- 
hesion (Hidai et al.), 21-33 
Engrailed, role of Groucho proteins as 
corepressors (Fisher and Caudy)}, 
1931-1940 Review 
Enhancer function, role of 
GAGA element in the eve promoter 
(Ohtsuki and Levine), 3325- 
3330 
HNF3 in nucleosome positioning 
(Shim et al.), 5-10 
tin-D in Drosophila mesoderm induc- 
tion (Xu et al.), 2354-2370 


), 2 
Enhancer of split, blockage of proneural 
gene self-stimulation (Culi and 
Modolell), 2036-2047 
Enhancer-binding proteins, role of NtrC 
in activation of RNA polymer- 
ase (Bowman and Kranz}, 1884- 
1893 
Enolase, interaction with RNase E in E. 
coli (Vanzo et al.), 2770-2781 
Eosinophils 
formation by short-term activation of 
PU.1 (Nerlov and Graf), 2403- 
2412 
role of C/EBP in lineage commitment 
(Nerlov et al.), 2413-2423 
EPAS|1, effects of gene disruption in mice 
(Tian et al.), 3320-3324 
Eph receptors, recruitment of LMW-PTP 
in response to distinct ephrin- 
Bl oligomers (Stein et al.), 667- 
678 
Eph/ephrin signaling, role in somite for- 
mation (Durbin et al.), 3096- 
3109 
Ephrin, role in recruitment of LMW-PTP 
to Eph receptors (Stein et al.), 
667-678 
Epidermal growth factor, activation of 
Smads (Whitman), 2445-2462 
Review 
Epidermal growth factor domain, role in 
EGF receptor activation and in- 
hibition (Schnepp et al.), 908- 
913 
Epidermal growth factor receptors 
down-regulation of CF2 (Mantrova and 
Hsu}, 1166-1175 
effects of signaling on Seven-up (Ker- 
ber et al.), 1781-1786 
role during endoderm induction in 
Drosophila (Sziit et al.), 2022- 
2035 


role in 





Drosophila mesodermal cell fate de- 
termination (Carmena et al.), 
3910-3922 

induction of glioma like lesions in 
mice (Holland et al.), 3675-3685 

melanoma (Chin et al.), 3467-3481 
Review 

role of 

c-Cbl/Sli-1 in endocytosis and turn- 
over (Lefkowitz et al.), 3663- 
3674 

EGF domain (Schnepp et al.), 908- 
913 

signal transduction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
Epidermal growth factor-like repeats, in 
Dell (Hidai et al.), 21-33 
Epigenetics, role of DNA methylation 
in Arabidopsis gene silencing (Jedde- 
loh et al.), 1714-1725 
in H19/Igf2 imprinting (Thorvaldsen 
et al.), 3693-3702 
in Igf2 imprinting (Jones et al.), 2200- 
2207 
Epithelium 
bronchial, effects of GATA6 defi- 
ciency in mice (Morrisey et al.}, 
3579-3590 
impaired differentiation in C/EBP- 
deficient mice during mam- 
mapoeisis (Robinson et al.), 
1907-1916; (Seagroves et al.), 
1917-1928 
role of stromal interactions in mouse 
mammary gland development 
(Hennighausen and Robinson), 
449-455 Review 
Erb/Her, role of c-Cbl/Sli-1 in endocyto- 
sis and turnover (Lefkowitz et 
al.), 3663-3674 
ErbB, role in synapse formation at the 
neuromuscular junction (Bur- 
den), 133-148 Review 
ErbB2, role in neural crest cell develop- 
ment (Britsch et al.}, 1825-183 
ErbB3, role in neural crest cell develop- 
ment (Britsch et al.), 1825-183 
ERCCI1-XPF, stimulation by hRPA (de 
Laat et al.), 2598-2609 
ERKI1, mitotic inactivation of human 
SWI/SNF complex (Sif et al.}, 
2842-2851 
ERM family, role of Nf2 in tumorigen- 
esis and metastasis (Mc- 
Clatchey et al.), 1121-1133 
Erythropoiesis, arrest in mice lacking 
FOG (Tsang et al.), 1176-1188 
Erythropoietin, rescue of apoptosis and 
growth arrest (Quelle et al.), 
1099-1107 
ES cells. See Stem cells, embryonic 
Escherichia coli 
Clp degradation of Ssr-tagged sub- 
strates (Gottesman et al.), 1338- 
1347 


conversion of w protein to a transcrip- 


tional activator (Dove and 
Hochschild), 745-754 
function of RNase E in E. coli RNA 
degradosome (Vanzo et al.), 
2770-2781 
Hf1B degradation of SsrA-tagged sub- 
strates (Herman et al.), 1348- 
1355 
migration of the origin and terminus 
during chromosome partition- 
ing (Niki and Hiraga), 1036- 
1045 
role of 
datA in DNA replication (Kitagawa 
et al.), 3032-3043 
DNA bending in enhancer-binding 
protein specificity (Dworkin et 
al.), 894-900 
Lon protease in UmuD proteolysis 
(Gonzalez et al.), 3889-3999 
RecQ in recombination initiation 
and disruption (Harmon and 
Kowalczykowski), 1134-1144 
o”° in antitermination by \ Q pro- 
tein (Ko et al.), 3276-3285 
Estrogen, role in mouse mammary gland 
development (Hennighausen 
and Robinson), 449-455 Review 
Estrogen receptor 
cooperativity with p300 (Kraus and 
Kadonaga), 331-342 
ligand-independent recruitment of co- 
activators by cyclin D1 (Zwi- 
jsen et al.), 3488-3498 
role of Ada complex in activation (vom 
Baur et al.), 1278-1289 
ETHYLENE INSENSITIVE ROOT 1, 
role in gravitropism in Arabi- 
dopsis roots (Luschnig et al.}, 
2175-2187 
Ethylene signaling, role of EIN3 and 
ERF1 Arabidopsis (Solano et 
al.), 3703-3714 
ETHYLENE-INSENSITIVES3, role in eth- 
ylene signaling (Solano et al.), 
3703-3714 
ETHYLENE-RESPONSE-FACTORI, 
role in ethylene signaling (So- 
lano et al.), 3703-3714 
Ets family 
induction of myeloid lineage commit- 
ment by PU.1 (Nerlov and Graf}, 
2403-2412 
recognition of the neuregulin-reponse 
element by GABPa (Fromm and 
Burden), 3074-3083 
Ets2, effects of gene disruption in mice 
(Yamamoto et al.), 1315-1326 
Euplotes crassus, assembly of higher 
order telomerase complexes 
(Greene and Shippen), 2921- 
2931 
Exportin 
regulation of Pap] subcelluar localiza- 
tion (Toone et al.), 1453-1463; 
Erratum 2650 


role in nuclear RNA export (Stutz and 
Rosbash}, 3303-3319 Review 
Extradenticle, regulation of nuclear lo- 
calization by hth (Pai et al.), 
435-446 
extradenticle, functional and regulatory 
interactions with Hox genes 
(Azpiazu and Morata), 261-273 
Eye 
defects in Hs2st mutant mice (Bullock 
et al.), 1894-1906 
role of 
BMP4 in lens development (Furuta 
and Hogan), 3764-3775 
Drosophila hth in development (Pai 
et al.), 435-446 
p27“?! and p57“? in lens develop- 
ment (Zhang et al.), 3162-3167 
Sox1 in lens development (Nishigu- 
chi et al.), 776-781 


F 


F-actin, abnormal accumulations in chic 
mutants (Giansanti et al.), 396- 
410 
Farnesoid X receptor, heterodimeriza- 
tion with RXR and ligand de- 
pendence (Blumberg and Evans}, 
3149-3155 Perspective 
FAST-1, response to Smad _ activa- 
tion (Whitman), 2445-2462 Re- 
view 
Fasting, defects in A-ZIP/F-expressing 
mice (Moitra et al.), 3168-3181 
Fat, effects of absence of white adipose 
tissue in mice (McKnight et al.}, 
3145-3148 Perspective; (Moitra 
et al.), 3168-3181; (Shimomura 
et al.), 3182-3194 
F-box proteins 
regulation of cell division and methio- 
nine biosynthesis (Patton et al.}, 
692-705; Corrigendum 3144 
MEKKa in Dictyostelium (Chung et 
al.), 3564-3578 
Met30 in Swel degradation (Kaiser et 
al.), 2587-2597 
TIR1 in auxin response (Ruegger et 
al.), 198-207 
Fertility, role of Cyclin B3 in Drosophila 
females (Jacobs et al.), 3741- 
3752 
FGFs. See Fibroblast growth factors 
Fibroblast growth factor receptors, role 
of 
C. elegans CLR-1 in signaling (Kokel 
et al.), 1425-1437 
Fgfr1 in mouse embryonic anteropos- 
terior patterning (Partanen et 
al.), 2332-2344 
Fibroblast growth factors 
defective signaling in Ets2-deficient 
mice (Yamamoto et al.), 1315- 
1326 
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developmental defects in Fgf-10 mu- 
tant mice (Min et al.), 3156- 
3161 
repression of SHH during pancreas de- 
velopment (Hebrok et al.) 
1705-1713 
role in 
Drosophila mesodermal cell fate de- 
termination (Carmena et al.), 
3910-3922 
limb development (Martin), 1571- 
1586 Review 
pituitary organogenesis (Treier et 
al.), 1691-1704 
role of CD44 in presentation to limb 
mesenchyme (Sherman et al.), 
1058-1071 
Filiform papillae, expression of Hoxc13 
(Godwin and Capecchi}, 11-20 
Filipodia, localization of Dsh in re- 
sponse to Fz (Axelrod et all.), 
2610-2622 
Fis, activation of the Hin invertasome 
(Merickel et al.), 2803-2816 
FlgM, regulation of Eo”* (Chadsey et al.), 
3123-3136 
Fob1, role in rDNA repeat expansion and 
contraction (Kobayashi et al.}, 
3821-3830 
Focal adhesion contacts, increase 
in plectin-deficient fibroblasts 
(Andra et al.), 3442-3451 
FOG. See Friend of GATA-1 
Follicle cells, cell cycle control of cho- 
rion gene amplification (Calvi 
et al.), 734-744 
Follistatin, role in tooth development 
(Ferguson et al.), 2636-2649 
Foregut, role of pha-4 in development 
(Horner et al.), 1947-1952 
Fork head proteins, regulation of DAF-16 
by insulin receptor signaling 
(Paradis and Ruvkun}, 
2488-2498 
fork head genes, role of pha-4 in foregut 
development (Horner et al.), 
1947-1952 
4E-BP1, regulation by Akt (Gingras et 
al.), 502-513 
FRAP/mTOR, role in regulation of 4E- 
BP1 by Akt (Gingras et al.), 502- 
513 
Friend of GATA-1, effects of gene disrup- 
tion in mice (Tsang et al.), 
1176-1188 
Frizzled, recruitment of Dsh to mem- 
brane (Axelrod et al.), 
2610-2622 
FtsZ, cell cycle regulation (Kelly et al.), 
880-893 
Fus3p, control of MAPK signaling speci- 
ficity (Sprague), 2817-2820 Re- 
view 
Fusion-6, identification of headcase gene 
(Steneberg et al.}, 956-967 
FXR. See Farnesoid X receptor 
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G 


G proteins, membrane recruitment of 
Ste5 by GBy (Pryciak et all.), 
2684-2697 

Ga-like domain, presence in Dictyo 
stelium Spalten (Aubry and Fir- 
tel), 1525-1538 

GBy, membrane recruitment of Ste5 
(Pryciak et al.), 2684-2697 

G, phase 

arrest in human gliomas (Holland et 
al.), 3644-3649 

role of EGFR in disruption of arrest 
pathways (Holland et al.), 3675 
3685 

GABP proteins, recognition of the neu 
regulin-reponse element (Fromm 
and Burden), 3074-3083 

gadd45, misregulation in c-Myc-defi- 
cient Ratl fibroblasts (Bush et 
al.), 3797-3802 

GAGA element, role in enhancer block 
ing by the eve promoter (Oht 
suki and Levine), 3325-3330 

Gametogenesis, role of piwi in Dro 
sophila (Cox et al.), 3715-3727 

y-Crystallin genes, regulation by Sox! 
(Nishiguchi et al.), 776-781 

Ganglion mother cells 

factors involved in asymmetric cell di 
vision (Hawkins and Garriga) 
3625-3638 Review 
role of 
asymmetry in binary sibling neuro- 
nal cell fate determination (Bue- 
scher et al.), 1858-1870 
Miranda in Prospero localization 
(Shen et al.), 1837-1846; (Sch- 
uldt et al.), 1847-1857 
Gastrulation 
regulation of cell shape changes by 
RhoGEF (Hacker and Perrimon), 
274-284 
role of 
ActRIB in mice (Gu et al.), 844-857 
Smad4/DPC4 in mice (Sirard et al.) 
107-119 

GATA factors, role of C. elegans END-1 
in endodermal progenitor speci- 
fication (Zhu et al.), 3809-3814 

GATA-1 

effects of FOG gene disruption in mice 
(Tsang et al.), 1176-1188 

suppression by PU.1 during myeloid 
lineage commitment (Nerlov 
and Graf), 2403-2412 

GATAG, role in visceral endoderm dif- 
ferentiation (Morrisey et al.), 
3579-3590 

Gcd1l0p-—Ged14p, role in tRNA modifica- 
tion and maturation (Anderson 
et al.), 3650-3662 

Gen5/GCN5 

HAT activity and transcriptional regu- 
lation (Kuo et al.), 627-639 


residues critical for HAT activity 
(Wang et al.), 640-653 
role of Ada complex in nuclear recep- 
tor activation (vom Baur et al.), 
1278-1289 
GDF7, role in neuronal patterning (Lee 
et al.), 3394-3407 
Gene amplification 
cell cycle control during Drosophila 
oogenesis (Calvi et al.), 734-744 
role of Fobl and RNA Pol I in rDNA 
repeat expansion (Kobayashi et 
al.), 3821-3830 
Gene disruptions, See also Gene target- 
ing in mice 
in mice 
ActRIB (Gu et al.), 844-857 
Blm (Chester et al.), 3382-3393 
caspase-2 (Bergeron et ai.), 1304— 
1314 
chop (Zinszner et al.), 982-995 
CPP32 (Woo et al.) 806-819 
cyclin D! (Robles et al.), 2469-2474 
E2F-5 (Lindeman et al.), 1092-1098 
EPAS1 {Tian et al.), 3320-3324 
ErbB2 (Britsch et al.}, 1825-183 
Ets2 (Yamamoto et al.), 1315-1326 
Fgf-10 (Min et al.), 3156-3161 
FOG (Tsang et al.), 1176-1188 
GATAG (Morrisey et al.), 3579-3590 
Hoxc13 (Godwin and Capecchi}, 11- 
20 
IL-11Ra (Bilinski et al.), 2234-2243 
Jag2 \Jiang et al.), 1046-1057 
mafG (Shavit et al.), 2164-2174 
movol (Dai et al.), 3452-3463 
Nf2 (McClatchey et al.), 1121-1133 
OPG (Bucay et al.), 1260-1268 
p18’** (Franklin et al.), 2899-2911 
Pax9 (Peters et al.), 2735-2747 
Ptf1-p48 (Krapp et al.), 3752-3764 
Scp2 (Seedorf et al.), 1189-1201 
SHIP (Helgason et al.), 1610-1620 
Sim1 (Michaud et al.), 3264-3275 
Smad4 and Smad42 (Whitman), 
2445-2462 Review 
Sox1 (Nishiguchi et al.), 776-781 
in Ratl fibroblasts, c-myc (Bush et al.), 
3797-3802 
Gene expression 


cell-type-specific, role of Spalten in 
Dictyostelium (Aubry and Fir- 
tel), 1525-1538 

effects of Hifla deficiency on O,-regu- 
lated transcription (Iyer et al.}, 
149-162 


Gene knockin, of integrin Bl exon D 
(Baudoin et al.), 1202-1216 
Gene silencing, role of DNA methyl- 
ation in Arabidopsis (Jeddeloh 
et al.), 1714-1725 
Gene targeting in mice 
ActRIB (Gu et al.), 844-857 
Hoxc13 (Godwin and Capecchi), 11-20 
Smad4/DPC4 (Sirard et al.), 107-119 
Gene trap, effects of mutation in Hs2st 





(Bullock et al.), 1894-1906 
Genes, proneural, self-stimulation in 
neural precursors (Culi and 
Modolell), 2036-2047 
Genome instability, in BJm mutant mice 
(Chester et al.), 3382-3393 
Germ cells 
effects of caspase-2 gene disruption in 
mice (Bergeron et al.), 1304— 
1314 
role of Drosophila cyclins in prolifera- 
tion (Jacobs et al.}, 3741-3752 
Germ layer, role of C. elegans END-1 in 
endodermal progenitor specifi- 
cation (Zhu et al.), 3809-3814 
Germ line, role of piwi in stem cell self- 
renewal (Cox et al.), 3715-3727 
GL2, genetic interaction with RHL1 
(Schneider et al.), 2013-2021 
Gliomagenesis 
factors involved in astrocyte immor- 
talization (Holland et al.), 3644~ 
3649 
role of EGFR in mice (Holland et al.), 
3675-3685 
Glomerulus, expression of Hsp70 (Ma- 
heswaran et al.), 1108-1120 
Glucose, sensing in IPF1/PDX!-defi- 
cient mice (Ahlgren et ai.!}, 
1763-1768 
Glucose repression, role of PRL1 in Ara- 
bidopsis (Németh et al.), 3059- 
3073 
Glycogen synthase kinase-38, regulation 
of cyclin D1 proteolysis (Diehl 
et al.), 3499-3511 
Glycoprotein, role of Unpaired in JAK 
signaling (Harrison et al.), 3252- 
3263 
GMCs. See Ganglion mother cells 
gp130, signaling of ES cell self-renewal 
(Niwa et al.), 2048-2060 
Gravity 
response of auxin transport dur- 
ing root development (Dolan), 
2091-2095 Perspective 
role of EIR] in Arabidopsis root tro- 
pism (Luschnig et al.), 2175- 
2187 
GRIP1, structure and specificity of inter- 
action with thyroid hormone re- 
ceptor (Darimont et al.), 3343- 
3356 
Groove, minor, recognition of unique 
A/T-rich DNA pattern by B. 
subtilis CTF (Hamoen et al.), 
1539-1550 
Groucho proteins, role as transcriptional 
corepressors (Fisher and Caudy}, 
1931-1940 Review 
Group I intron, ribosome involvement 
in splicing (Semrad and 
Schroeder), 1327-1337 
Growth 
arrest, cytokine rescue (Quelle et al.), 
1099-1107 


autocrine, role of Jun in chick embryo 
fibroblasts (van Dam et al.), 
1227-1239 
invasive, repression by unphosphory- 
lated Kssl (Bardwell et al.), 
2887-2898 
retardation, in Blm mutant mice 
(Chester et al.}, 3382-3393 
Grrl 
regulation of Cln2 degradation (Patton 
et al.), 692-705; Corrigendum 
3144 
similarity of Arabidopsis TIR1 (Rueg- 
ger et al.), 198-207 
GTPases, mitotic localization of Spglp 
in fission yeast (Sohrmann et 
al.), 84-94 
GTP-binding proteins, role of Spalten in 
Dictyostelium cell-type differ- 
entiation (Aubry and Firtel), 
1525-1538 
Guanine nucleotide exchange proteins, 
activation of Racl by DOCK180 
(Kiyokawa et al.), 3331-3336 
Guanine-nucleotide exchange, catalytic 
and regulatory subcomplexes in 
elF2B (Pavitt et al.), 514-526 
Guanosine tetraphosphate, role in M. 
xanthus development (Harris et 
al.), 1022-1035 
Guanylyltransferase, interaction of Ceg] 
with RNA Pol II (Cho et al.), 
3482-3487 
gurken, effect of okr, spn-B, and spn-D 
on RNA localization (Ghabrial 
et al.), 2711-2723 


H 


H19, role of 
differentially methylated region in im- 
printing (Thorvaldsen et al.), 
3693-3702 
RNA in /gf2 imprinting (Jones et al.), 
2200-2207 
Hair 
defects in 
Ets2-deficient mice (Yamamoto et 
al.), 1315-1326 
Hoxc13-deficient mice (Godwin and 
Capecchi), 11-20 
role of 
Hox genes in growth (Duboule}, 1-4 
Perspective 
movol in formation (Dai et al.), 
3452-3463 
Hair follicles, normal development in 
Hoxc13-deficient mice (Godwin 
and Capecchi}, 11-20 
Hair keratins, role of Hoxc13 in forma- 
tion (Godwin and Capecchii}, 
11-20 
Hairy-related proteins, role of Groucho 
proteins as corepressors (Fisher 
and Caudy}), 1931-1940 Review 
Haltere, role of Ubx in development 


(Weatherbee et al.), 1474-1482 
HAP1, role of yeast homolog APN2 in 
repair of abasic sites (Johnson et 
al.), 3137-3143 
HBV, SeeHepatitis B virus 
HDAC/Rpd3 family 
role in transcriptional regulation 
(Struhl), 599-606 Perspective 
role of Rpd3 in transcriptional repres- 
sion (Kadosh and Struhl), 797- 
805 
HDAC-1, regulation of Notch signaling 
(Kao et al.), 2269-2277 
Heart, role of 
EPAS1 in function (Tian et al.), 3320- 
3324 
integrin splice variants in function 
(Baudoin et al.), 1202-1216 
Heartless, role in Drosophila mesoder- 
mal cell fate determination 
(Carmena et al.), 3910-3922 
Heat shock proteins 
association of WT1 with Hsp70 (Ma- 
heswaran et al.}, 1108-1120 
cross talk with molecular chaperones 
and negative regulators (Mori- 
moto}, 3780-3796 Review 
negative regulation of HSF1 by HSBP1 
(Satyal et al.), 1962-1974 
repression of HSF1 transcription (Shi 
et al.), 654-666 
role of HSP101 as a translational regu- 
lator (Wells et al.), 3236-3251 
Heat shock regulon, induction during 
bacterial aging (Dukan and Nys- 
trém), 3431- 3441 
Heat shock response 
negative regulation of HSFl by HSBP1 
(Satyal et al.), 1962-1974 
protein cross talk (Morimoto), 3780- 
3796 Review 
Heat shock RNA, nuclear export path- 
way (Stutz and Rosbash), 3303- 
3319 Review 
Hedgehog, repression of SHH during 
pancreas development (Hebrok 
et al.), 1705-1713 
Helicase, role of RecQ in recombination 
initiation and disruption (Har- 
mon and Kowalczykowski), 
1134-1144 
Helios, identification as Ikaros family 
member and interacting protein 
(Hahm et al.), 782-796 
Helix—loop-helix proteins, role of 
BETA2 in enteroendocrine differentia- 
tion (Mutoh et al.), 820-830 
PTFl-p48 in pancreas development 
(Krapp et al.), 3752-3764 
Helix-turn-helix, role in recognition of 
Pol II core promoter element by 
TFIIB (Lagrange et al.), 34-44 
Hematopoiesis 
defects in SHIP-deficient mice (Helga- 
son et al.), 1610-1620 
effects of FOG gene disruption in mice 
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(Tsang et al.), 1176-1188 
induction of myeloid lineage commit- 
ment by PU.1 (Nerlov and Graf), 
2403-2412 
role of 
C/EBP isoforms in lineage commit- 
ment (Nerlov et al.), 2413-2423 
Lmo2 (Rabbitts), 2651-2657 Per- 
spective 
SCL/Tal-1 (Visvader et al.), 473-479; 
(Liao et al.), 621-626 
TEL/ETV6 in bone marrow (Wang et 
al.), 2392-2402 
hemipterous, upstream function of mis- 
shapen (Su et al.), 2371-2380 
Heparan sulfate, defects in Hs2st mutant 
mice (Bullock et al.), 1894-1906 
Hepatitis B virus, rescue of TBP and 
TAF,,250 mutants by pX (Haviv 
et al.), 1217-1226 
Hepatitis C virus, prokaryotic-like 
mechanisms of translation ini- 
tiation (Pestova et al.), 67-83 
Hepatocyte growth factor, signal trans- 
duction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
Hepatocytes, role of CREM in prolifera- 
tion (Servillo et al.), 3639-3643 
her1, role of Eph signaling in expression 
(Durbin et al.), 3096-3109 
Herpes simplex virus 1, role of ICP27 in 
RNA export (Sandri-Goldin), 
868-879 
hEST2, activation by Myc (Wang et al.), 
1769-1774 
Heterochromatin, association of Helios 
and Ikaros at centromeres 
(Hahm et al.), 782-796 
Hf1B protease, role in SsrA-tagged poly- 
peptides (Herman et al.), 1348- 
1355 
HGF, activation of Smads (Whitman), 
2445-2462 Review 
High mobility group proteins, activation 
of p53 by HMG-1 (Jayaraman et 
al.), 462-472 
High osmolarity response 
control of HOG signaling specificity 
(Sprague), 2817-2820 Review 
prevention of HOG and pheromone 
pathway cross talk (O’Rourke 
and Herskowitz}, 2874-2886 
Hin recombinase, Fis activation (Mer- 
ickel et al.), 2803-2816 
Histones 
acetylation 
and transcriptional _ regulation 
(Struhl), 599-606 Perspective 
through recruitment og PCAF by 
nuclear hormone _ receptors 
(Blanco et al.), 1638-1651 
GCNS residues critical for HAT activ- 
ity (Wang et al.), 640-653 
modification by CBP/p300 homolog in 
C. elegans (Shi and Mello), 943- 
955 
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phosphorylation and exit from mitosis 
in Drosophila syncytial em 
bryos (Su et al.), 1495-1503 
role of 
acetylation by GCNS5 in transcrip 
tional regulation (Kuo et al.), 
627-639 
acetyltransferases in activation of 
p53 (Sakaguchi et al.), 2831 
3841 
deacetylation 


by Rpd3 in transcriptional repres- 


sion (Kadosh and Struhl), 797 
805 
in transgene silencing (Pikaart et 
al.), 2852-2862 
HIV-1. See Human immunodeficiency 
virus | 
Hm loci, role of yeast CAF-I in mainte- 
nance of silencing (Enomoto 
and Berman), 219-232 
HMG proteins. See High mobility group 
proteins 
HMT1, role in nuclear export (Shen et 
al.), 679-691 
HNF3, role in nucleosome positioning 
(Shim et al.), 5-10 
HNF4, regulation by GATAG (Morrisey 
et al.), 3579-3590 
hnRNPs. See Ribonucleoproteins, heter- 
ogeneous nuclear 
HOG pathway 
control of signaling specificity 
(Sprague), 2817-2820 Review 
prevention of cross talk with the 
pheromone pathway (O’Rourke 
and Herskowitz), 2874-2886 
Hog 
control of HOG signaling specificity 
(Sprague), 2817-2820 Review 
prevention of HOG and pheromone 
pathway cross talk (O’Rourke 
and Herskowitz), 2874-2886 
Homeobox genes 
induction of the Spemann organizer by 
dharma (Yamanaka et l.), 
2345-2353 
role of 
Drosophila ind in CNS dorsal-ven- 
tral patterning (Weiss et al.), 
3591-3602 
dve in midgut specification (Naka- 
goshi et al.), 2724-2734 
Homeodomain proteins 
expression in motor neurons (Burden), 
133-148 Review 
regulation of Exd nuclear localization 
by hth (Pai et al.), 435-446 
role of Vnd 
in Drosophila CNS dorsoventral 
patterning (McDonald et al.), 
3603-3612 
in Drosophila ventral neuroblast 
formation (Chu et ai.), 3613- 
3624 
Vnd/Nk2 regulation of Drosophila ind 


expression (Weiss et al.), 3591- 
3602 
Homology, serial, role of Ubx in haltere 
development (Weatherbee et 
al.), 1474-1482 
homothorax, regulation of Exd nuclear 
localization (Pai et al.), 435-446 
Hop1, role in Mek! chromosomal local- 
ization (Bailis and Roeder), 
3551-3563 
hopscotch, activation of signaling path- 
way by Unpaired (Harrison et 
al.), 3252-3263 
Hormone response, role of PRL1 in Ara- 
bidopsis (Németh et al.), 3059- 
3073 
Hormones 
cooperativity of p300 with estrogen re- 
ceptor (Kraus and Kadonaga), 
331-342 
production in IPFl1/PDX1-deficient B 
cells (Ahlgren et al.), 1763-1768 
steroid, effects of Scp2 gene disruption 
in mice (Seedorf et  al.), 
1189-1201 
Hox genes 
functional and regulatory interactions 
with exd (Azpiazu and Morata), 
261-273 
hair growth defects in Hoxc13-defi- 
cient mice (Godwin and Capec- 
chi), 11-20 
regulation by FGFRI1 (Partanen et al.}, 
2332-2344 
role in hair growth (Duboule}, 1-4 Per- 
spective 
role of Ubx in Drosophila haltere de- 
velopment (Weatherbee et al.}, 
1474-1482 
HRP1, role in nuclear export (Shen et 
al.), 679-691 
HSBP1, negative regulation of HSF1 (Sa- 
tyal et al.), 1962-1974 
HSF1 
negative regulation by HSBP1 (Satyal 
et al.), 1962-1974 
transcriptional repression by molecu- 
lar chaperones (Shi et al.), 654— 
666 
HSP101, role as a translational regulator 
(Wells et al.), 3236-3251 
Hsp70 
association with WT1 (Maheswaran et 
al.), 1108-1120 
interaction with HSBP1 (Satyal et al.}, 
1962-1974 
repression of HSF1 transcription (Shi 
et al.), 654-666 
HSV-1. See Herpes simplex virus 1 
hTRT, activation by Myc (Wang et al.), 
1769-1774 
Human immunodeficiency virus | 
interaction of Tat and human cyclin 
T1 (Garber et al.), 3512-3527 
role of 
Rev protein in nuclear RNA export 





(Stutz and Rosbash), 3303-3319 
Review 
Tat-SF1 in transcription elongation 
(Li and Green), 2992-2996 
Vpr in promoting macrophage infec- 
tion (Vodicka et al.), 175-185 
Human papillomavirus 16, inhibition of 
IRF-3 by E6 oncoprotein (Ronco 
et al.), 2061-2072 
hunchback, regulation of CNS expres- 
sion of POU genes (Kambadur et 
al.), 246-260 
Hydrocephalus 
in E2F-5 mutant mice (Lindeman et 
al.), 1092-1098 
in Gdf7 mutant mice (Lee et al.}, 3394- 
3407 
Hyperploidy, induction in astrocytes by 
Cdk4 (Holland et al.), 3644- 
3649 
Hypothalamus, effects of Sim1 gene dis- 
ruption in mice (Michaud et al.), 
3264-3275 
Hypoxia 
effects of 
EPAS1 gene disruption in mice 
(Tian et al.), 3320-3324 
Hifla deficiency in mice (Iyer et al.), 
149-162 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
role of bHLH-PAS proteins (Crews), 
607-520 Review 
Hypoxia-inducible factor la, effects of 
gene disruption in mice (Iyer et 
al.), 149-162 


I 


Ich1, effects of caspase-2 gene disruption 
in mice (Bergeron et al.), 1304— 
1314 


ICP27, role in RNA export (Sandri-Gol- 
din), 868-879 

Igf2, role of 

H19 differentially methylated region 
in imprinting (Thorvaldsen et 
al.), 3693-3702 
methylation and H19 RNA in imprint- 

ing (Jones et al.), 2200-2207 

Ikaros, identification of interacting fam- 
ily member Helios (Hahm et 
al.), 782-796 

IL-11Ra, role of maternal signaling in fe- 
toplacental development (Bilin- 
ski et al.), 2234-2243 

Immortilization, regulation by Myc via 
ARF tumor suppressor (Zindy et 
al.), 2424-2433 

Immunoglobulin, « chain allelic exclu- 
sion (Mostoslavsky et al.}, 
1801-1811 

Importin-c, interaction of HIV-1 Vpr 
(Vodicka et al.), 175-185 

Importins, role in nuclear RNA export 


(Stutz and Rosbash}, 3303-3319 
Review 
Imprinting, genomic, role of 
H19 differentially methylated region 
(Thorvaldsen et al.), 3693-3702 
methylation and H19 RNA in Igf2 ex- 
pression (Jones et al.), 2200- 
2207 
IMT genes, suppression of gcd10 muta- 
tions (Anderson et al.), 3650- 
3662 
indeterminate spikelet1, role in maize 
spikelet meristem fate (Chuck 
et al.), 1145-1154 
Inflammation, role of PPARy (Blumberg 
and Evans), 3149-3155 Perspec- 
tive 
Inhibins, role in mouse mammary gland 
development (Hennighausen 
and Robinson), 449-455 Review 
Initiator elements, regulatory activities 
of diverse core promoters during 
Drosophila embryogenesis 
(Ohtsuki et al.), 547-556 
INK4a 
induction of gliomas in null mice by 
EGFR (Holland et al.), 3675- 
3685 
regulation of Rb and p53 (Sherr), 2984— 
2991 Perspective 
role in melanoma (Chin et al.), 3467- 
3481 Review 
role of loss in immortalization of as- 
trocytes (Holland et al.)}, 3644— 
3649 
Inscuteable/inscuteable 
interaction with Miranda (Shen et al.}, 
1837-1846 
role in 
asymmetric cell division (Hawkins 
and Garriga), 3625-3638 Review 
asymmetric myogenic cell division 
(Carmena et al.), 304-315; Erra- 
tum, 124] 
binary sibling neuronal cell fates 
(Bue. «.. cc al.), 1858-1870 
Insulators 
prevention of transcriptional repres- 
sion (Pikaart et al.), 2852-2862 
role of GAGA element in the eve pro- 
moter (Ohtsuki and Levine}, 
3325-3330 
Insulin 
expression during pancreas develop- 
ment (Hebrok et al.), 1705-1713 
impaired expression in IPF1 /PDX1-de- 
ficient B cells (Ahlgren et al.), 
1763-1768 
resistance in mice expressing SREBP- 
lc in adipose tissue (Shimo- 
mura et al.), 3182-3194 
transduction of signaling by Akt/PKB 
(Paradis and Ruvkun), 2488- 
2498 
Integration host factor, role in enhan- 
cer-binding protein specificity 


(Dworkin et al.}, 894-900 
Integrins 
Dell as new ligand for avB3 receptor 
(Hidai et al.), 21-33 
knockout and knockin of 81 exon D 
(Baudoin et al.), 1202-1216 
role of DOCK180 in signaling (Ki- 
yokawa et al.), 3331-3336 
Interferon regulatory factor-3, inhibition 
by HPV16 E6_ oncoprotein 
{Ronco et al.), 2061-2072 
Interleukin-2, activation of Pyk2 (Miya- 
zaki et al.), 770-775 
Interleukin-3, rescue of apoptosis and 
growth arrest (Quelle ct al.}, 
1099-1107 
intermediate neuroblasts defective, role 
in Drosophila CNS dorsal-ven- 
tral patterning (Weiss et al.), 
3591-3602 
Intron excision, role in transcription ter- 
mination (Baurén et al.), 2759- 
2769 
Invertasome, Fis activation (Merickel et 
al.), 2803-2816 
Ionizing radiation 
C1D-mediated activation of DNA-PK 
(Yavuzer et al.}, 2188-2199 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
IPF1, role in maintaining £ cell identity 
(Ahlgren et al.), 1763-1768 
I-POU, regulation of CNS expression by 
castor and hunchback (Kamba- 
dur et al.), 246-260 
Irelp, role in ER stress response pathway 
(Tirasophon et al.}, 1812-1824 


J 


Jagged2, analysis of mutant mice (Jiang 
et al.), 1046-1057 
Jak kinase 
Bcl-X,, regulation and _ activation 
(Packham et al.), 2475-2487 
role of signaling in cytokine rescue of 
apoptosis and growth arrest 
(Quelle et al.}, 1099-1107 
Jak signaling 
activation by Unpaired (Harrison et 
al.), 3252-3263 
activation of Pyk2 by IL-2 (Miyazaki et 
al.), 770-775 
role in ES cell self-renewal (Niwa et 
al.), 2048-2060 
role of the Elongin BC complex (Ka- 
mura et al.), 3872-3881 
JNKs. See Jun amino-terminal kinases 
Jun, role in autocrine growth and anchor- 
age independence (van Dam et 
al.), 
1227-1239 
Jun amino-terminal kinases 
activation by DOCK180 (Kiyokawa et 
al.), 3331-3336 
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role of 
JNKK1 in signaling pathway speci- 
ficity (Xia et al.), 3369-3381 
Puc in dephoshorylation (Martin- 
Blanco et al.), 557-570 
targeting of p53 ubiquitination and 
degradation (Fuchs et al.), 2658- 
2663 
upstream function of misshapen (Su et 
al.), 2371-2380 


K 
Kap121, identification as Pho4 nuclear 
import receptor (Kaffman et al.), 
2673-2683 
« Light chain, role of demethylation in 
allelic exclusion (Mostoslavsky 
et al.), 1801-1811 
KH domains presence in Vgi RBP (Havin 
et al.), 1593-1598 
Kidney 
defects in 
Hs2st mutant mice (Bullock et al.}, 
1894-1906 
movol mutant mice (Dai et al.), 
3452-3463 
renal failure in CHOP-deficient mice 
(Zinszner et al.), 982-995 
role of 
Seven-up in cell proliferation (Ker- 
ber et al.), 1781-1786 
WT 1-Hsp70 interaction in inhibit- 
ing cellular proliferation (Ma- 
heswaran et al.), 1108-1120 
Kin28, independent activation of tran- 
scription in yeast (McNeil et 
al.), 2510-2521 
Kinases 
association of Polo with Pavarotti (Ad- 
ams et al.}, 1483-1494 
cAPK regulation of stationary phase 
entrv through Rim15p (Rein- 
ders et al.), 2943-2955 
JNK targeting of p53 ubiquitination 
and degradation (Fuchs et al.}, 
2658-2663 
mitotic localization of Cdc7p in fis- 
sion yeast (Sohrmann et al.), 84— 
94 
phosphorylation of Sty1/Spcl by Wis] 
(Gaits et al.), 1464-1473 
polo-like, role in mitosis (Glover et 
al.), 3777-3779 Review 
recruitment of LMW-PTP to Eph re- 
ceptors (Stein et al.), 667-678 
regulation of 
Cdc7 in origin activation (Bousset 
and Diffley), 480-490; (Donald- 
son et al.), 491-501 
cyclin Dl turnover by GSK-38 
(Diehl et al.), 3499-3511 
ErbB1 by c-Cbl/Sli-1 (Lefkowitz et 
al.), 3663-3674 
4E-BP1 by Akt (Gingras et al.), 502- 
513 
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Papl by Styl/Spcl (Toone et al.), 
1453-1463; Erratum 2650 
role of 


Cds1 in S-phase-specific checkpoint 
(Lindsay et al.), 382-395 

Irelp in ER stress response pathway 
(Tirasophon et al.), 1812-1824 

Mek] in synaptonemal complex for 


mation (Bailis and Roeder), 
3551-3563 
misshapen in dorsal closure (Su et 
al.), 2371-2380 
S. pombe Pom Ip (Bahler and Prin 
gle), 1356-1370 
Kinesin-like proteins, role of Pavarotti in 
cytokinesis (Adams et al. 
1483-1494 
KLPs See Kinesin-like proteins 
Kluyveromyces lactis, critical nontem 
plate telomerase RNA residues 
(Roy et al.), 3286-3300 
Kssl, repression of Stel2 (Bardwell et 
al.), 2887-2898 


L 


La autoantigen, suppression of gcd10 
mutations by yeast homolog 
(Anderson et al.), 3650-3662 

labial 

role in copper cell specification (Naka- 
goshi et al.), 2724-2734 

role of EGFR signaling in induction 
(Sziit et al.), 2022-2035 

Lactogenesis, role of C/EBP8 (Robinson 
et al.), 1907-1916; (Seagroves et 
al.), 1917-1928 

Larynx, role of Pax9 in development (Pe 
ters et al.), 2735-2747 

LCR. See Locus control region 

LDLR promoter, requirements for Sp] 
synergy with SREBP-1a (Naar et 
al.), 3020-3031 

Leaf morphogenesis, role of ROTUNDI 
FOLIA3 in polar elongation of 
cells (Kim et al.), 2381-2391 

Lef1, role of Pax9 in expression (Peters et 
al.), 2735-2747 

Left-right asymmetry, role of chirality 
(Levin and Mercola), 763-769 
Perspective 

Lens, developmental role of 

BMP4 (Furuta and Hogan), 3764-3775 

p27?! and p57*'?? (Zhang et al.), 
3162-3167 

Sox1 (Nishiguchi et al.), 776-781 

Leptin, reduction in A-ZIP/F-expressing 
mice (Moitra et al.), 3168-3181 

Leucine zipper proteins, basic, role of 
Liguleless2 in maize leaf devel 
opment (Walsh et al.), 208-218 

Leukemia 

Bcl-X,_ regulation and _ activation 
(Packham et al.), 2475-2487 
loss of Abi expression (Dai et al.), 
1415-1424 


role of 
LMO family of T cell oncogenes 
(Rabbitts), 2651-2657 Perspec- 
tive 
NF-«B in Bcr-Abl-mediated transfor- 
mation (Reuther et al.), 968-981 
SCL/tal-1 in vascular development 
(Visvader et al.), 473-479 
TEL/ETV6in bone marrow hemato- 
poiesis (Wang et al.), 2392-2402 
Leukemia inhibitory factor, role of 
STAT3 in ES cell self-renewal 
{Niwa et al.), 2048-2060 
LH2, expression in dorsal commisural 
neurons (Lee et al.), 3394—3407 
LHP1, suppression of gcd10 mutations 
(Anderson et al.), 3650-3662 
Life span, shortening in SHIP-deficient 
mice (Helgason et al.}, 1610- 
1620 
Ligule, role of liguleless2 in early devel- 
opment (Walsh et al.), 208-218 
liguieless2, role in establishment of leaf 
blade-sheath boundary in maize 
(Walsh et al.), 208-218 
LIM domain 
regulation of Apterous by Beadex dur- 
ing wing development (Milan et 
al.), 2912-2920 
role in LMO2 function (Rabbitts), 
2651-2657 Perspective 
Limbs 
abnormalities in Pax9 mutant mice 
(Peters et al.), 2735-2747 
defects in 
Fgf-10 mutant mice (Min et al.), 
3156-3161 
Fgfr1 hypomorphic mutant embryos 
(Partanen et al.), 2332-2344 
Jag2 mutant mice (Jiang et al.), 
1046-1057 
role of CD44 in development (Sher- 
man et al.), 1058-1071 
LIN-12, role of signaling in development 
(Greenwald), 1751-1762 Review 
Lipodystrophy 
in A-ZIP/F expression in mice (Moitra 
et al.), 3168-3181 
in mice expressing SREBP-Ic in adi- 
pose tissue (Shimomura et al.}, 
3182-3194 
Liver 
effects of 
A-ZIP/F expression in mice (Moitra 
et al.), 3168-3181 
SREBP-lc expression in mice (Shi- 
momura et al.), 3182-3194 
role of CREM in regeneration (Servillo 
et al.), 3639-3643 
Liver X receptor, heterodimerization 
with RXR and ligand depen- 
dence (Blumberg and Evans}, 
3149-3155 Perspective 
LMO family 
role in leukemia (Rabbitts), 2651-2657 
Perspective 





role of Beadex in Drosophila wing de- 
velopment (Milan et al.), 2912- 
2920 
LMW-PTP. See Phosphotyrosine phos- 
phatase, low-molecular-weight 
Localization, 
nuclear 
CRM1-mediated export of cyclin B1 
(Yang et al.), 2131-2143 
effect of Scalloped on Vestigial (Hal- 
der et al.), 3900-3909 
identification of Psel/Kapl21 as 
Pho4 nuclear import receptor 
(Kaffman et al.), 2673-2683 
regulation of 
Atfl and phosphorylation in Sty1/ 
Spcl nuclear localization (Gaits 
et al.), 1464-1473 
bHLH-PAS heterodimers (Cxews), 
607-520 Review 
Exd by hth (Pai et al.), 435-446 
Msn2p by stress and PKA (Géner 
et al.), 586-597 
Pap! by oxidative stress (Toone et 
al.), 1453-1463; Erratum 2650 
spatial regulation of SAPKs 
(Wilkinson and Millar), 1391- 
1397 Perspective 
subcellular, role of 
GSK-3B in redistribution of cyclin 
D1 (Diehl et al.), 3499-3511 
MEKKa in Dictyostelium (Chung et 
al.), 3564-3578 


Locus control region, activation by EKLF 
(Gillemans et al.), 2863-2873 
Lon protease, proteolysis of theE. coli 


UmuD mutagenesis protein 
(Gonzalez et al.), 3889-3999 
Lungs 
defects in Fgf-10 mutant mice (Min et 
al.), 3156-3161 
pathology in SHIP-deficient mice (Hel- 
gason et al.), 1610-1620 
LXRa. See Liver X receptor 
LXXLL motif 
role in GRIP1-thyroid hormone recep- 
tor interaction (Darimont et al.), 
3343-3356 
specificity of nuclear receptor interac- 
tion (McInerney et al.), 3357- 
3368 
Lymphocytes 
effects of pl gene disruption 
(Franklin et al.), 2899-2911 
identification of T cell Ikaros family 
member Helios (Hahm et all.), 
782-796 


INK4 
8 


M 


M phase, role of Mis4 in sister chromatid 
cohesion (Furuya et al.), 3408- 
3418 

MAB-5, role in expression of C. elegans 
Twist homolog (Harfe et al.), 
2623-2635 


Macrocytes, increased numbers in Blm 
mutant mice (Chester et al.}, 
3382-3393 

Macronucleus, developmental role of 
higher order telomerase com- 
plexes (Greene and Shippen), 
2921-2931 

Macrophage 

infiltration of lungs in SHIP-deficient 
mice (Helgason et al.}, 1610- 
1620 

role of HIV-1 Vpr in promoting infec- 
tion (Vodicka et al.), 175-185 

Mad, role in Drosophila mesoderm in- 
duction (Xu et al.), 2354-2370 

MAD2, inhibition of APC activation 
(Fang et al.), 1871-1883 

Maf proteins, small, effects of mafG and 
mafK gene disruption in mice 
(Shavit et al.), 2164-2174 

Maize, role of 

ids1 in spikelet meristem fate (Chuck 
et al.), 1145-1154 

liguleless2 in establishment of leaf 
blade-sheath boundary (Walsh 
et al.), 208-218 

Malphigian tubules, role of Seven-up in 
control of cell proliferation 
(Kerber et al.), 1781-1786 

Mammapoiesis 

regulating factors in mice (Hennighau- 
sen and Robinson), 449-455 Re- 
view 

role of C/EBP§ (Robinson et al.), 1907- 
1916; (Seagroves et al.), 1917- 
1928 

Mammary gland 

development in mice (Hennighausen 
and Robinson), 449-455 Review 

role of C/EBP8 in development (Rob- 
inson et al.), 1907-1916; (Sea- 
groves et al.), 1917-1928 

MAP kinase signaling. See Mitogen-acti- 
vated protein kinase signaling 

MAPK signaling. See Mitogen-activated 
protein kinase signaling 

mATH1, expression in dorsal commis- 
ural neurons (Lee et al.), 3394— 
3407 

Mating loci, role of yeast CAF-I in main- 
tenance of silencing (Enomoto 
and Berman), 219-232 

Mating-type switching, role of Mcm] 
(Wu et al.), 1726-1737 

Matrix metalloproteinases, altered ex- 
pression in Ets2-deficient mice 
(Yamamoto et al.}, 1315-1326 

Matrix, extracellular, Dell as new ligand 
for avf3 integrin receptor 
(Hidai et al.}, 21-33 

mBBP/SF1, cooperative binding with 
U2AF65 (Berglund et al.), 858- 
867 

Mbc. See Myoblast city 

Mcm proteins, activation by E2F (Leone 
et al.), 2120-2130 


Mcml, role in mating-type switching 
(Wu et al.), 1726-1737 
Mdm2, independent targeting of p53 by 
JNK (Fuchs et al.), 2658-2663 
mdm2, role of p300 in p53-dependent in- 
duction (Anju and White}, 
1975-1985 
Mecl1/MEC1 
-dependent checkpoint during meiosis 
(Stuart and Wittenberg), 2698- 
2710 
role in S-phase recovery (Desany et 
al.), 2956-2970 
Med proteins, role in yeast transcription 
(Myers et al.), 45-54 
Medea, role in Drosophila mesoderm in- 
duction (Xu et al.), 2354-2370 
Mediator complex, identification of pro- 
tein components in yeast (My- 
ers et al.), 45-54 
MEF2, role in calcineurin-dependent 
transcriptional regulation (Chin 
et al.), 2499-2509 
Mef2, regulation by Twist during Dro- 
sophila myogenesis (Cripps et 
al.), 422-434 
Megakaryopoiesis 
failure in mice lacking FOG (Tsang et 
al.), 1176-1188 
impairment in mafG-null mutant 
mice (Shavit et al.), 2164-2174 
Meioisis 
interaction between the central 
spindle and the contractile ring 
(Giansanti et al.), 396-410 
role of 
CLB5 and CLB6 (Stuart and Witten- 
berg), 2698-2710 
Drosophila MEI-S332 in sister chro- 
matid cohesion (Tang et al.), 
3843-3856 
HRAD1 (Freire et al.), 2560-2573 
mei-W68 in meiotic recombination 
(McKim and Hayashi-Hagihara], 
2932-2942 
Mek] in synaptonemal complex for- 
mation (Bailis and Roeder), 
3551-3563 
okr and spn-B during oogenesis 
(Ghabrial et al.), 2711-2723 
Rad 52 in recombination complex 
assembly (Gasior et al.), 2208- 
2221 
telomeres in chromosome pairing 
(Rockmill and Roeder), 2574- 
2586 
Meis1, identification of Drosophila ho- 
molog (Pai et al.), 435-446 
MEI-S332, role of Drosophila in sister 
chromatid cohesion (Tang et 
al.), 3843-3856 
mei-W68, role in meiotic recombination 
(McKim and Hayashi-Hagihara), 
2932-2942 
MEK. See Mitogen-activated protein ki- 
nase kinase 
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Melanocortin 1 receptor, interaction 
with Agouti protein (Ollmann 
et al.), 316-330 
Melanoma, key genetic lesions (Chin et 
al.), 3467-3481 Review 
Membrane 
association, recruitment of Ste5 by 
GBy (Pryciak et al.), 2684-2697 
potential, defects in AT fibroblasts 
(Rhodes et al.), 3686-3692 
Merlin, role in tumorigenesis and metas- 
tasis (McClatchey et al.}, 1121- 
1133 
Mesoderm, role of 
ActRIB in induction (Gu et al.), 844— 
857 
C. elegans Twist homolog in diversifi- 
cation (Harfe et al.), 2623-2635 
Smad proteins and Tinman in induc- 
tion (Xu et al.), 2354-2370 
Mesoderm, presomitic, regulation of 
gene expression by Eph signal- 
ing (Durbin et al.), 3096-3109 
Messenger RNA 
mechanisms of C2 complement 
poly(A) signal function (Moreira 
et al.), 2522-2534 
nuclear export pathway (Stutz and 
Rosbash}, 3303-3319 Review 
role of Upflp in degradation of aber- 
rant transcripts (Czaplinski et 
al.), 1665-1677 
stability, role of Pablp (Coller et al.), 
3226-3235 
translation 
catalytic and regulatory subcom- 
plexes in eIF2B (Pavitt et al.), 
514-526 
regulation of 4E-BP1 by Akt (Gin- 
gras et al.), 502-513 
role of polyadenylation in mouse oo- 
cytes (Stutz et al.), 2535-2548 
Messenger RNA capping enzyme, inter- 
action with RNA Pol II (Cho et 
al.), 3482-3487 
Met signaling, role in metastasis (Chin 
et al.), 3467-3481 Review 
Met30 
repression of methionine biosynthesis 
(Patton et al.), 692-705; Corri- 
gendum 3144 
role in Swel degradation (Kaiser et al.), 
2587-2597 
Metalloproteinases, altered expression 
in Ets2-deficient mice (Yama- 
moto et al.}, 1315-1326 
Metastasis, role of Nf2 in mice (Mc- 
Clatchey et al.}, 1121-1133 
Methionine biosynthesis, regulation by 
SCF complexes (Patton et al.), 
692-705; Corrigendum 3144 
Methionyl transfer RNA, role _ of 
Gedl0p-Gedl4p complex in 
initiator maturation (Anderson 
et al.), 3650-3662 
Methyladenosine, role of Gcdl0p- 
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Gcd14p complex in tRNA mod- 
ification (Anderson et al.) 
3650-3662 
Methylation 
chromosomal patterns in preimplanta- 
tion embryos (Rougier et al.), 
2108-2113 
role in 
Arabidopsis gene silencing (Jedde- 
loh et al.), 1714-1725 
H19/Igf2 imprinting (Thorvaldsen 
et al.), 3693-3702 
Igf2 imprinting (Jones et al.), 2200 
2207 
«x chain allelic exclusion (Mosto 
slavsky et al.), 1801-1811 
nuclear export of hnRNPs (Shen et 
al.), 679-691 
transgene silencing (Pikaart et al.), 
2852-2862 
suppression of crossing-over in Asco 
bolus (Maloisel and Rossignol), 
1381-1389 
Microfilament, localization of mRNAs 
(Havin et al.), 1593-1598 
Micronuclei, increased numbers in Blm 
mutant mice (Chester et al.), 
3382-3393 
Microphthalmia, in Soxi1-null mice 
(Nishiguchi et al.}, 776-781 
Microtubules 
binding by Vgl RBP (Havin et al.), 
1593-1598 
role in S. pombe Pom|Ip localization 
(Bahler and Pringle), 1356-1370 
Midgut, role of dve in specification (Na- 
kagoshi et al.), 2724-2734 
mig-15, role of Drosophila homolog in 
dorsal closure (Su et al.), 2371 
2380 
Migration, role of 
integrin splice variants (Baudoin et 
al.), 1202-1216 
neuregulin in neural crest cell devel- 
opment (Britsch et al.), 1825- 
183 
Milk proteins, absence of expression in 
C/EBP£-deficient mice (Robin- 
son et al.), 1907-1916; (Sea- 
groves et al.), 1917-1928 
MinD, role in B. subtilis cytokinesis 
(Marston et al.), 3419-3430 
Miranda 
mediation of Inscuteable action on 
Staufen (Shen et al.), 1837-1846 
role in asymmetric cell division 
(Hawkins and Garriga), 3625- 
3638 Review 
Mismatch repair, role of molecular 
switches (Fishel), 2096-2101 
Perspective 
Mitochondria, role of PIM1 in gene ex- 
pression (van Dyck et al.), 1515 
1524 
Mitogen-activated protein kinase kinase 
activation of p53 and p16 (Lin et al.), 


3008-3019 
interaction of MEKK1 and JNKK1 (Xia 
et al.), 3369-3381 
role in cyclin D1 turnover (Diehl et 
al.), 3499-3511 
role of MEKKa in Dictyostelium 
(Chung et al.), 3564-3578 
Mitogen-activated protein kinase signal- 
ing 
activation of p53 and pl6 (Lin et al.}, 
3008-3019 
control of signaling pathway specific- 
ity (Sprague), 2817-2820 Re- 
view 
down-regulation of CF2 (Mantrova and 
Hsu), 1166-1175 
induction of human fibroblast senes- 
cence by Raf (Zhu et al.), 2997- 
3007 
prevention of yeast HOG and phero- 
mone pathway cross talk 
(O’Rourke and Herskowitz}, 
2874-2886 
regulation of 
BCL-6 by antigen receptor signaling 
(Niu et al.), 1953-1961 
ErbB1 by c-Cbl/Sli-1 (Lefkowitz et 
al.), 3663-3674 
Pap! by Styl/Spcl (Toone et al.}, 
1453-1463; Erratum 2650 
Stel2 by unphosphorylated Kss1 
(Bardwell et al.), 2887-2898 
role in Drosophila mesodermal cell 
fate determination (Carmena et 
al.), 3910-3922 
role of 
JNKK1 in pathway specificity (Xia et 
al.), 3369-3381 
misshapen JNK pathway (Su et al.}, 
2371-2380 
Ste5 membrane recruitment by Gy 
(Pryciak et al.), 2684-2697 
spatial regulation of SAPKs (Wilkin- 
son and Millar), 1391-1397 Per- 
spective 
Mitosis 
blockage of entry by Pin] (Shen et al.}, 
706-720 
detection of RPA foci during S phase 
(Gasior et al.), 2208-2221 
localization of Cdc7p in fission yeast 
(Sohrmann et al.), 84-94 
regulation of anaphase initiation (Fang 
et al.), 1871-1883 
requirements for exit in Drosophila 
syncytial embryos (Su et al.), 
1495-1503 
role of 
Cdk7 (Larochelle et al.), 370-381 
CDK7 phosphorylation in TFIIH in- 
hibition (Akoulitchev and Rein- 
berg), 3541-3550 
Cut12 in spindle pole body forma- 
tion (Bridge et al.), 927-942 
Cyclin B3 in Drosophila (Jacobs et 
al.), 3741-3752 





Drosophila MEI-S332 in sister chro- 
matid cohesion (Tang et al.), 
3843-3856 

Mis4 in sister chromatid cohesion 
{Furuya et al.), 3408-3418 

polo-like kinases (Glover et al.), 
3777-3779 Review 

Xe-p9 in cyclin B degradation (Patra 
and Dunphy}, 2549-2559 

Mitosis promoting factor, interaction 
with Cut12 (Bridge et al.), 927- 
942 
MMAC1, role in melanoma (Chin et al.}, 
3467-3481 Review 
Morphogenesis 
ductal, role of C/EBP® (Robinson et 
al.), 1907-1916; 
al.), 1917-1928 
during mouse mammary gland devel- 
opment (Hennighausen and 
Robinson), 449-455 Review 
role of 

FGFs in the AER (Martin), 1571- 
1586 Review 

MEKKa in Dictyostelium (Chung et 
al.), 3564-3578 

PTF1-p48 in pancreas development 
(Krapp et al.), 3752-3764 

S. pombe Pom |p (Bahler and Prin- 
gle), 1356-1370 

Motl, regulation of gene expression (Lee 
and Young), 1398-1408 Review 

Motor axons, guidance from spinal cord 
to muscle (Burden), 133-148 Re- 
view 


(Seagroves et 


Motor neurons, effects of caspase-2 gene 
disruption in mice (Bergeron et 
al.), 1304-1314 
MPF. See Mitosis promoting factor 
mSiah2, role in proteasomal regulation 
of N-CoR (Zhang et al.), 1775- 
1780 
Msx-l, role in pituitary organogenesis 
(Treier et al.), 1691-1704 
Msx1, role of Pax9 in expression (Peters 
et al.), 2735-2747 
Muscle 
regulation of Mef2 by Twist in Dro- 
sophila (Cripps et al.), 422-434 
role of 
calcineurin-dependent transcription- 
al regulation in development 
(Chin et al.), 2499-2509 
integrin splice variants (Baudoin et 
al.), 1202-1216 
transcription regulation in _ fibers 
(Newlands et al.), 2748-2758 
Muscle progenitor, role of inscuteable 
and numb in myogenic cell fate 
(Carmena et al.), 304-315; Erra- 
tum, 1241 
MuSK, role in synapse formation (Bur- 
den), 133-148 Review 
Mutagenesis, role of Lon protease in 
UmuD proteolysis (Gonzalez et 
al.), 3889-3999 


MutS homologs, human, function as mo- 
lecular switches during mis- 
match repair (Fishel), 2096- 
2101 Perspective 
MXII1, role in melanoma (Chin et al.), 
3467-3481 Review 
Myb, homolog in Dictyostelium (Otsuka 
et al.), 1738-1748 
myb, role in Drosophila cell division 
(Katzen et al.), 831-843 
Myc 
activation of telomerase (Wang et al.), 
1769-1774 
effects of gene inactivation in Rat] fi- 
broblasts (Bush et al.), 3797- 
3802 
induction of ARF tumor suppressor 
(Zindy et al.), 2424-2433 
separation of transactivation and cell 
growth functions (Xiao et al.}, 
3803-3808 
Myeloid cells 
induction of lineage commitment by 
PU.1 (Nerlov and Graf), 2403- 
2412 
role of C/EBP® in differentiation (Ner- 
lov et al.), 2413-2423 
Myoblast city 
role in Rac signaling (Nolan et al.), 
3337-3342 
role of homolog DOCK180 in integrin 
signaling (Kiyokawa et l.}, 
3331-3336 
Myoblast migration, role of DWnt-2 (Ko- 
zopas et al.), 1155-1165 
Myofibers, role of calcineurin-dependent 
transcriptional regulation in 
specification (Chin et al.), 2499- 
2509 
Myogenesis 
cell fate determination in Drosophila 
embryonic mesoderm (Carmena 
et al.), 3910-3922 
regulation of 
inscuteable and numb in asymmet- 
ric cell division (Carmena et 
al.), 304-315; Erratum, 1241 
Mef2 by Twist in Drosophila (Cripps 
et al.}, 422-434 
MyoD activation by Noggin (Reshef 
et al.), 290-303 
myoglobin, calcineurin-dependent tran- 
scriptional regulation (Chin et 
al.), 2499-2509 


Myonuclei, transcription regulation in 
muscle fibers (Newlands et al.), 
2748-2758 


Myxococcus xanthus, role of guanosine 
tetraphosphate in development 
(Harris et al.), 1022-1035 


N 


Nails, expression of Hoxc13 (Godwin 
and Capecchi), 11-20 


NC2, regulation of gene expression (Lee 
and Young), 1398-1408 Review 

NCK-interacting kinase, role of Dro- 
sophila homolog in dorsal clo- 
sure (Su et al.), 2371-2380 

NCoA/SRC_ f specificity of 
nuclear receptor interaction 
(McInerney et al.), 3357-3368 

NdE-box enhancer, response to C. el- 
egans Twist homolog (Harfe et 
al.), 2623-2635 

Ndjl, delay of sporulation in S. cerevi- 
siae disomes (Rockmill and 
Roeder), 2574-2586 

Nedd2, effects of caspase-2 gene disrup- 
tion in mice (Bergeron et al.}, 
1304-1314 


factors, 


NEDD8 
modification of cullin-4A (Osaka et 
al.), 2263-2268 
similarity to Rubl (Hochstrasser), 
901-907 Perspective 
Nephrotoxicity, in CHOP-deficient mice 
(Zinszner et al.), 982-995 
Neural crest cells, role of neuregulin in 
development (Britsch et al.), 
1825-183 
Neural fold, defects in Fgfr1 hypomor- 
phic mutant embryos (Partanen 
et al.), 2332-2344 
Neural tube, role of Noggin in CNS de- 
velopment (McMahon et al.}, 
1438-1452 
Neuregulin 
binding of GABP isoforms to reponse 
element (Fromm and Burden), 
3074-3083 
role in neural crest cell development 
(Britsch et al.), 1825-1836 
Neuroblasts 
expression of ind in Drosophila (Weiss 
et al.), 3591-3602 
role of Vnd in development (McDon- 
ald et al.), 3603-3612; (Chu et 
al.), 3613-3624 
NeuroD, role in enteroendocrine differ- 
entiation (Mutoh et al.), 820- 
830 
Neuroectoderm 
expression of ind in Drosophila (Weiss 
et al.), 3591-3602 
role of Vnd dorsoventral patterning 
{McDonald et al.), 3603-3612; 
(Chu et al.), 3613-3624 
Neuroendocrine lineages, role of SIM1 in 
development (Michaud et al.}, 
3264-3275 
Neurofibromatosis, role of Nf2 in tu- 
morigenesis and metastasis 
(McClatchey et al.), 1121-1133 
Neurogenesis 
defects in Gdf7 mutant mice (Lee et 
al.), 3394-3407 
role of 
asymmetric cell division (Hawkins 
and Garriga), 3625-3638 Review 
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Vnd in Drosophila CNS dorsoven- 
tral patterning (McDonald et 
al.), 3603-3612 
Vnd in Drosophila ventral neuro- 
blast formation (Chu et al.}, 
3613-3624(Chu et al.), 3613- 
3624 
self-stimulation of proneural genes in 
neural precursors (Culi and 
Modolell), 2036-2047 
Neurons 
commissural, role of GDF7 in pattern- 
ing (Lee et al.), 3394-3407 
secretory, absence in Simi mutant 
mice (Michaud et al.), 3264- 
3275 
sympathetic, effects of caspase-2 gene 
disruption in mice (Bergeron et 
al.), 1304-1314 
NF-«B, role in Bcr—Abl-mediated trans- 
formation (Reuther et al.}, 968- 
981 
Nf2, role in tumorigenesis and metasta- 
sis (McClatchey et al.), 1121- 
1133 
NFAT, role in calcineurin-dependent 
transcriptional regulation (Chin 
et al.), 2499-2509 
NIK. See NCK-interacting kinase 
NK-2/Nk2 
regulation of ind expression in Dro- 
sophila (Weiss et al.), 3591- 
3602 
role of Vnd 
in Drosophila CNS dorsoventral 
patterning (McDonald et al.), 
3603-3612 
in Drosophila ventral neuroblast for- 
mation (Chu et al.), 3613-3624 
Noggin 
regulation of CNS and somite develop- 
ment (McMahon et al.}, 1438- 
1452 
role in MyoD activation (Reshef et al.}, 
290-303 
Notch 
ligand-induced cleavage and nuclear 
entry (Kidd et al.), 3728-3740 
signaling 
analysis of Jag2 mutant mice (Jiang 
et al.), 1046-1057 
regulation 
of proneural gene self-stimulation 
in neural precursors (Culi and 
Modolell), 2036-2047 
by SMRT/HDAC-1 (Kao et al.), 
2269-2277 
role in 
binary sibling neuronal cell fate 
(Buescher et al.), 1858-1870 
development (Greenwald), 1751- 
1762 Review 
role of Delta and Serrate in asym- 
metric cell division (Zeng et al.), 
1986-1091 
Notochord, repression of SHH during 
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pancreas development (Hebrok 
et al.), 1705-1713 
Nots, regulation of gene expression (Lee 
and Young), 1398-1408 Review 
NPAT, substrate of cyclin E-CDK2 
(Zhao et al.), 456-461 
NPH-I. See Nucleoside triphosphate 
phosphohydrolase I 
NPL3, role in nuclear export (Shen et al.}, 
679-691 
NRG, role in synapse formation at the 
neuromuscular junction (Bur 
den), 133-148 Review 
NtrC, role in activation of RNA poly- 
merase (Bowman and Kranz), 
1884-1893 
Nuclear envelope, localization of HIV-1 
Vpr (Vodicka et al.), 175-185 
Nuclear export 
nuclear CRM-mediation of cyclin B1] 
cellular localization (Yang et 
al.), 2131-2143 
RNA pathways (Stutz and Rosbash] 
3303-3319 Review 
role of 
Crm1 in Pap] subcelluar localiza- 
tion (Toone et al.), 1453-1463; 
Erratum 2650 
hnRNP arginine methylation (Shen 
et al.), 679-691 
HSV-1 ICP27 (Sandri-Goldin), 868 
879 
Nuclear import 
identification of Psel/Kap121 as re- 
ceptor for Pho4 (Kaffman et al.), 
2673-2683 
of PRLI1 through interaction with 
ATHKAP2 (Németh et al.), 
3059-3073 
matrix, function of the 
SRm160/300 complex (Blen 
cowe et al.), 996-1009 
Nuclear pore complex, structure and 
function (Stutz and Rosbash) 
3303-3319 Review 


Nuclear 


Nuclear receptor corepressor, protea 
somal regulation (Zhang et al.), 
1775-1780 

Nuclear receptors 


coactivator interactions (Darimont et 
al.), 3343-3356 

cooperativity of p300 with estrogen re 
ceptor (Kraus and Kadonaga) 
331-342 

determinants of coactivator LXXLI 
motif (McInerney et al.), 3357 
3368 

interaction of vitamin D, receptor 
with a novel protein complex 
(Rachez et al.), 1787-1800 

ligand-independent recruitment of co- 
activators by cyclin D1 (Zwi- 
jsen et al.), 3488-3498 

proteasomal regulation of N-CoR 
(Zhang et al.), 1775-1780 

recruitment of PCAF (Blanco et all.), 


1638-1651 
role of Ada complex in activation (vom 
Baur et al.), 1278-1289 
Nuclear translocation 
negative regulation of Exd by BX-C 
factors (Azpiazu and Morata), 
261-273 
regulation of Msn2p by stress and PKA 
(G6ner et al.), 586-597 
Nuclear transport 
entry of Notch in response to ligand 
(Kidd et al.), 3728-3740 
interaction of HIV-1 Vpr with impor- 
tin-a and nucleoporins (Vodicka 
et al.), 175-185 
Nucleases, positioning by hRPA (de Laat 
et al.), 2598-2609 
Nucleoid 
migration of the origin and terminus 
in E. coli (Niki and Hiraga), 
1036-1045 
structural defects in B. subtilis smc 
mutants (Britton et al.), 1254- 
1259 
Nucleolus, localization of early tRNA 
processing (Bertrand et al.), 
2463-2468 
Nucleoporin, interaction of HIV-1 Vpr 
(Vodicka et al.), 175-185 
Nucleoside triphosphate phosphohydro- 
lase I, role in transcription ter- 
mination (Deng and Shuman), 
538-546 
Nucleosomes 
GCNS residues critical for HAT activ- 
ity (Wang et al.), 640-653 
histone acetylation and _transcrip- 
tional regulation (Struhl), 599- 
606 Perspective 
identification of inorganic pyrophos- 
phatase as remodeling complex 
component (Gdula et al.), 3206- 
3216 
mitotic inactivation of human SWI/ 
SNF complex (Sif et al.), 2842- 
2851 
positioning by HNF3 (Shim et al.), 
5-10 
role of GCNS5 HAT activity in tran- 
scriptional regulation (Kuo et 
al.), 627-639 
Nucleotide excision repair, role of 
hRPA (de Laat et al.), 2598-2609 
RNA Pol Ill transcription (Abous- 
sekhra and Thoma), 411-421 
Numb/numb, role in 
asymmetric cell division (Hawkins 
and Garriga), 3625-3638 Review 
asymmetric myogenic cell division 
(Carmena et al.), 304-315; Erra- 
tum, 1241 
binary sibling neuronal cell fate (Bue- 
scher et al.), 1858-1870 
NURE, identification of inorganic pyro- 
phosphatase as complex compo- 
nent (Gdula et al.), 3206-3216 





NusG, homologous region in DSIF 
(Wada et al.), 343-356; (Hartzog 


et al.), 357-369 


oO 


Obesity, interaction of Agouti protein 


with melanocortin 1 receptor 
(Ollmann et al.), 316-330 
OBF-1, similarity of SNAP190 (Ford et 
al.), 3528-3540 
OCA-B, similarity of SNAP190 (Ford et 
al.), 3528-3540 
Oct-1, interaction with SNAP. (Ford et 
al.), 3528-3540 
Oct-4, regulation of OPN expression 
(Botquin et al.), 2073-2090 
okra, role in DNA repair and oogenesis 
(Ghabrial et al.), 2711-2723 
©, binding by HSP101 (Wells et al.), 
3236-3251 
w Protein, conversion to a transcrip- 
tional activator (Dove and 
Hochschild), 745-754 
Oncogenes 
induction of ARF (Sherr), 2984-2991 
Perspective 
human fibroblast senescence by Raf 
(Zhu et al.), 2997-3007 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
role of LMO family in leukemia (Rab- 
bitts), 2651-2657 Perspective 
Oncoproteins, inhibition by Raf of IRF-3 
by HPV16 E6 (Ronco et al.}, 
2061-2072 
Oocytes 
defects in okr, spn-B, and spn-D mu- 
tants (Ghabrial et al.), 2711- 
2723 
effects of caspase-2 gene disruption in 
mice (Bergeron et al.), 1304— 
1314 
localization-dependent translation of 
oskar mRNA 5’ (Gunkel et al.), 
1652-1664 
role of Vgl RBP in RNA localization 
(Havin et al.), 1593-1598 
Oogenesis 
cell cycle control of chorion gene am- 
plification (Calvi et al.), 734- 
744 
expression of windbeutel in follicle 
cells (Konsolaki and Schup- 
bach), 120-131 
localization-dependent translation of 
oskar mRNA 5’ (Gunkel et al.), 
1652-1664 
role of 
C. elegans PTP-2 (Gutch et al.) 
585 
okra and spindle-B (Ghabrial et al.), 
2711-2723 
piwi in Drosophila (Cox et al.}, 
3715-3727 


571- 


, 


Optic vesicle, role in lens formation (Fu- 
ruta and Hogan), 3764-3775 
Organ of Zuckerland, expression of 
EPAS1 in mice (Tian et al.), 
3320-3324 
Organogenesis 
role of 
pha-4 in foregut development (Hor- 
ner et al.), 1947-1952 
Vestigial and Scalloped in Dro- 
sophila wing development 
(Simmonds et al.), 3815-3820; 
(Halder et al.), 3900-3909 
signaling requirements in pituitary de- 
velopment (Treier et al.), 1691- 
1704 
Organomegaly, in  p18'N***-deficient 
mice (Franklin et al.), 2899- 
2911 
Organs, sensory, role of Delta and Ser- 
rate in asymmetric cell division 
(Zeng et al.), 1986-1091 
oriC 
migration during chromosome parti- 
tioning in E. coli (Niki and Hi- 
raga), 1036-1045 
titration of DnaA to datA during se- 
questration (Kitagawa et al.), 
3032-3043 
Origin, migration during chromosome 
partitioning in E. coli (Niki and 
Hiraga), 1036-1045 
Orphan nuclear receptors 
identification of 
BXR (Blumberg et al.), 1269-1277 
SXR (Blumberg et al.), 3195-3205 
ligands (Blumberg and Evans), 3149- 
3155 Perspective 
role of Seven-up in kidney cell prolif- 
eration (Kerber et al.), 1781- 
1786 
oskar, role of 5’ and 3’ end interaction in 
translation (Gunkel et al.), 
1652-1664 
Osteopontin, regulation by Oct-4 and 
Sox-2 (Botquin et al.), 2073- 
2090 
Osteoporosis, in osteoprotegerin-defi- 
cient mice (Bucay et al.), 1260- 
1268 
Osteoprotegerin, effects of gene disrup- 
tion in mice (Bucay et al.), 
1260-1268 
Osteosarcoma, role of Nf2 in mice (Mc- 
Clatchey et al.), 1121-1133 
ovo, role in hair formation and spermato- 
genesis in mice (Dai et al.), 
3452-3463 
Oxygen homeostasis, defects in Hifla- 
null mice (Iyer et al.), 149-162 
Oxytocin, role in mouse mammary 
gland development (Hennighau- 
sen and Robinson), 449-455 Re- 
view 
Oxytricha nova, modulation of telomer- 
ase activity by telomere-binding 


proteins (Froelich-Ammon et 
al.), 1504-1514 


P 


pl6 
activation in response to constitutive 
MEK/MAPK signaling (Lin et 
al.), 3008-3019 
role in overcoming cellular senescence 
in human cancers (Yeager et al.), 
163-174 
pl6ink4a, inhibition of RB family mem- 
ber phosphorylation (Knudsen 
et al.), 2278-2292 
p18'N**© role in suppression of pituitary 
tumorigenesis (Franklin et al.}, 
2899-2911 
pl94®* role in E1A signaling to p53 (de 
Stanchina et al.), 2434-2442 
p21/p21°P! 
analysis of p53-binding sites in human 
promoter (Resnick-Silverman et 
al.), 2102-2107 
induction by WT1 (Maheswaran et al.}, 
1108-1120 
inhibition of CDK-cyclin complex 
(Hengst et al.), 3882-3888 
P22, amino acid—amino acid contacts at 
repressor cooperativity inter- 
face (Whipple et al.), 2791-2802 
p27*'P! role in suppression of pituitary 
tumorigenesis (Franklin et al.}, 
2899-2911 
p53 
activation 
by HMG-1 (Jayaraman et al.), 462- 
472 
in response to constitutive MEK/ 
MAPK signaling (Lin et al.}, 
3008-3019 
through _phosphorylation—acetyla- 
tion (Sakaguchi et al.), 2831- 
3841 
assessment of role in overcoming cel- 
lular senescence in human can- 
cers (Yeager et al.), 163-174 
cytokine rescue of apoptosis and 
growth arrest (Quelle et al.), 
1099-1107 
double mutant with Nf2 (McClatchey 
et al.), 1121-1133 
modulation of activity (Giaccia and 
Kastan), 2973-2983 Review 
regulation 
of apoptosis by Myc via ARF tumor 
suppressor (Zindy et al.), 2424— 
2433 
by ARF tumor suppressor (Sherr), 
2984-2991 Perspective 
role of 
ploARF in EIA signaling (de 
Stanchina et al.), 2434-2442 
p300 in mdm2 induction (Anju and 
White}, 1975-1985 
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site selectivity of DNA _ binding 
(Resnick-Silverman et __al.), 
2102-2107 
ubiquitination and degradation 
through JNK targeting (Fuchs et 
al.), 2658-2663 
p80, interaction with telomerase RNA 
and DNA substrates (Gandhi 
and Collins), 721-733 
p95, interaction with telomerase RNA 
and DNA substrates (Gandhi 
and Collins), 721-733 
p107 
hyperphosphorylation in RB-arrested 
cells (Knudsen et al.), 2278- 
2292 
suppression of retinoblastoma in Rb- 
deficient mice (Robanus-Maan- 
dag et al.), 1599-1609 
p130, hyperphosphorylation in RB.-ar- 
rested cells (Knudsen et al.), 
2278-2292 
p300 
coactivation with Smad proteins 
(Janknecht et al.), 2114-2119; 
(Feng et al.), 2153-2163 
cooperativity with estrogen receptor 
(Kraus and Kadonaga), 331-342 
determinants of coactivator LXXLL 
motif specificity (McInerney et 
al.), 3357-3368 
interaction with 
ATF-2 tor c-jun activation (Ka- 
wasaki et al.), 233-245 
BETA2 in enteroendocrine differen- 
tiation (Mutoh et al.), 820-830 
role in 
activation of p53 (Sakaguchi et al.), 
2831-3841 
C. elegans cell differentiation (Shi 
and Mello), 943-955 
mdm2 transactivation (Anju and 
White}, 1975-1985 
Pablp, role in mRNA stabilization (Col- 
ler et al.), 3226-3235 
PAI, role of DNA methylation in Arabi- 
dopsis gene silencing (Jeddeloh 
et al.}, 1714-1725 
PAI-1. See Plasminogen activator inhibi- 
tor type I 
Pancreas 
repression of SHH (Hebrok et al.), 
1705-1713 
role of 
IPF1/PDX1 in 8 cell identity (Ahl- 
gren et al.), 1763-1768 
PTF1-p48 in exocrine and endocrine 
development (Krapp et al.}, 
3752-3764 
Papl, regulation by Sty1/Spcl (Toone et 
al.), 1453-1463; Erratum 2650 
Parathyroids, role of Pax9 in develop- 
ment (Peters et al.), 2735-2747 
Paraventricular nucleus, effects of Sim1 
gene disruption in mice (Mi- 
chaud et al.), 3264-3275 
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paraxis, role of Eph signaling in expres 
sion (Durbin et al.), 3096-3109 
Pathfinding, of motor axons (Burden) 
133-148 Review 
Pattern formation, role of windbeutel in 
Drosophila oogenesis (Konso- 
laki and Schupbach), 120-131 
Patterning 
anteroposterior, defects in Fgfr1 hypo- 
morphic mutant embryos (Par- 
tanen et al.), 2332-2344 
dorsoventral, role of 
CF2 down-regulation (Mantrova and 
Hsu), 1166-1175 
ind in Drosophila CNS (Weiss et 
al.), 3591-3602 
okr, spn-B, and spn-D during em- 
bryogenesis (Ghabrial et al 
2711-2723 
Vnd in Drosophila CNS (McDonald 
et al.), 3603-3612; (Chu et al.), 
3613-3624 
neuronal, role of GDF7 (Lee et al.), 
3394-3407 
role of 
activingA in tooth development 
(Ferguson et al.), 2636-2649 
C. elegans Twist homolog (Harfe et 
al.), 2623-2635 
MEKKa in Dictyostelium (Chung et 
al.), 3564-3578 
Noggin in neural tube and somite 
development (McMahon et al.), 
1438-1452 
okra and spindle-B during oogenesis 
(Ghabrial et al.), 2711-2723 
Pavarotti, role in cytokinesis (Adams et 
al.), 1483-1494 
Pax3, repression by Noggin (Reshef et 
al.), 290-303 
Pax9, function during mouse develop- 
ment (Peters et al.), 2735-2747 
PCAF 
recruitment by nuclear hormone re- 
ceptors (Blanco et al.), 1638 
1651 
role in activation of p53 (Sakaguchi et 
al.), 2831-3841 
PCBP, up-regulation of viral translation 
(Gamarnik and Andino}, 2293 
2304 
Pcrl, role in Atfl nuclear localization 
(Gaits et al.), 1464-1473 
pdm-1, negative regulation by castor and 
hunchback (Kambadur et al.), 
246-260 
pdm-2, negative regulation by castor and 
hunchback (Kambadur et al.), 
246-260 
PDX1, role in maintaining £ cell identity 
(Ahlgren et al.), 1763-1768 
Pdx1, expression during pancreas devel- 
opment (Hebrok et al.), 1705 
1713 
Peanut, incorrect localization in pav mu- 
tant embryos (Adams et al.), 


1483-1494 
Peptidy] release factors, interaction with 
Upflp (Czaplinski et al.), 1665- 
1677 
Peptidyl-prolyl isomerase, regulation of 
mitotic phosphoproteins by 
Pinl (Shen et al.), 706-720 
Peroxisome proliferator-activated recep- 
tor y, heterodimerization with 
RXR and ligand dependence 
(Blumberg and Evans), 3149- 
3155 Perspective 
Peroxisomes 
role of SCP2 in proliferation (Seedorf 
et al.), 1189-1201 
pha-4 role in foregut development 
(Horner et al.), 1947-1952 
Pharynx, role of pha-4 in specification 
(Horner et al.), 1947-1952 
Pheromone response pathway 
prevention of cross talk with the HOG 
pathway (O’Rourke and Her- 
skowitz), 2874-2886 
role of SteS membrane recruitment by 
Gfy (Pryciak et al.), 2684-2697 
Philadelphia chromosome, loss of Abi 
expression in leukemia patients 
(Dai et al.), 1415-1424 
Pho4, identification of Psel/Kap121 as 
nuclear import receptor (Kaff- 
man et al.), 2673-2683 
Phosphatase, alkaline, increase during 
stasis in E. coli (Dukan and 
Nystrém), 3431-3441 
Phosphatases 
encoded by Drosophila puckered (Mar- 
tin-Blanco et al.), 557-570 
identification of C. elegans CLR-1 
(Kokel et al.), 1425-1437 
role of 
C. elegans PTP-2 in oogenesis and 
vulval development (Gutch et 
al.), 571-585 
Spalten in Dictyostelium cell-type 
differentiation (Aubry and Fir- 
tel), 1525-1538 
SpollE in o* specificity (Wu et al.), 
1371-1380 
Phosphatidyl inositol-3 kinase 
down-regulation by stress-induced ce- 
ramide (Zundel and Giaccia), 
1941-1946 
role in 
cyclin D1 turnover (Diehl et al.), 
3499-3511 
metastasis (Chin et al.), 3467-3481 
Review 
Phosphoproteins regulation by Pini 
(Shen et al.), 706-720 
Phosphorylation 
activation of Smads (Whitman), 2445- 
2462 Review 
effect on nucleocytoplasmic shuttling 
of SR proteins (Caceres et al.), 
55-66 


identification of Drosophila JNK phos- 





phatase (Martin-Blanco et al.), 
557-570 
inhibition of CRM1-cyclin B1 interac- 
tion (Yang et al.), 2131-2143 
link to SAP 155 splicing catalysis 
(Wang et al.), 1409-1414 
modulation of p53 activity (Giaccia 
and Kastan}, 2973-2983 Review 
negative regulation of Rim15p (Rein- 
ders et al.), 2943-2955 
of 
AChRs by agrin at the neuromuscu- 
lar junction (Burden), 133-148 
Review 
ATF-2 for c-jun activation (Ka- 
wasaki et al.), 233-245 
RB family proteins in RB-arrested 
cells (Knudsen et al.), 2278-2292 
RNA Pol II CTD by P-TEFb (Peng et 
al.), 755-762 
regulation of 
BCL-6 by antigen receptor signaling 
(Niu et al.), 1953-1961 
DSIF (Wada et al.), 343-356 
E2F by RB-family proteins (Dyson), 
2245-2262 Review 
4E-BP1 by Akt (Gingras et al.), 502- 
513 
Papl by Styl/Spcl (Toone et al.), 
1453-1463; Erratum 2650 
Pho4 association with Psel/Kap121 
(Kaffman et al.), 2673-2683 
role in 
activation of p53 (Sakaguchi et al.), 
2831-3841 
Cdsl kinase in S-phase-specific 
checkpoint (Lindsay et al.), 382- 
395 
cyclin D1 turnover (Diehl et all.), 
3499-3511 
decreased affinity of Kssl for Stel2 
(Bardwell et al.), 2887-2898 
exit from mitosis in Drosophila syn- 
cytial embryos (Su et al.), 1495- 
1503 
FGFRI1 function (Partanen et all.), 
2332-2344 
Mekl in synaptonemal complex for- 
mation (Bailis and Roeder), 
3551-3563 
mitotic inactivation of human SWI/ 
SNF complex (Sif et al.), 2842- 
2851 
polo-like kinases in mitosis (Glover 
et al.), 3777-3779 Review 
regulation of eIF2B (Pavitt et al.), 
514-526 
Styl/Spcel nuclear localization 
(Gaits et al.), 1464-1473 
TFIIH inhibition (Akoulitchev and 
Reinberg), 3541-3550 
Xe-p9 in cyclin B degradation (Patra 
and Dunphy), 2549-2559 
signal transduction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
stimulation of Smad protein coactiva- 


tion with CBP/p300 (Janknecht 
et al.), 2114-2119 

Phosphotyrosine phosphatase, low-mo- 
lecular-weight, recruitment to 
Eph receptors (Stein et al.), 667- 
678 

Photoreactivation, role of RNA Pol II 
transcription in DNA repair 
(Aboussekhra and Thoma), 411- 
421 

Pigment cells, induction by DWnt-2 in 
Drosophila females (Kozopas et 
al.), 1155-1165 

Pigmentation, interaction of Agouti 
protein with melanocortin 1 re- 
ceptor (Ollmann et al.), 316- 
330 

PIM1 protease, role in mitochondrial 
gene expression (van Dyck et 
al.), 1515-1524 

Pinl, regulation of mitotic phosphopro- 
teins (Shen et al.), 706-720 

Pituitary 


role of p18'N** 


and p27*'?! in suppres- 
sion of tumorigenesis (Franklin 
et al.), 2899-2911 
signaling requirements in organogen- 
esis (Treier et al.}, 1691-1704 
piwi, role in stem cell self-renewal (Cox 
et al.), 3715-3727 
Placenta, chorioallantoic, role of mater- 
nal IL-11Re signaling in devel- 
opment (Bilinski et al.), 2234— 
2243 
Plasminogen activator inhibitor type I 
binding of Smad3-—Smad4—p300 com- 
plex to promoter (Feng et al.}, 
2153-2163 
induction of transcription through co- 
operation of TFE3 and Smad 
proteins (Hua et al.), 3084-3095 
Platelet formation, defects in mafG-null 
mutant mice (Shavit et al.), 
2164-2174 
Plectin, regulation of actin dynamics 
(Andra et al.), 3442-3451 
Pluripotency, role of STAT3 in ES cell 
self-renewal (Niwa et al.), 2048- 
2060 
Polarity, of hRPA on DNA (de Laat et 
al.), 2598-2609 
Poliovirus 
role of S. pombe Pom|p (Bahler and 
Pringle), 1356-1370 
switch from translation to RNA repli- 
cation (Gamarnik and Andino}, 
2293-2304 
Polo kinase, association with Pavarotti 
(Adams et al.}), 1483-1494 
Poly(A) binding protein, role in mRNA 
stabilization (Coller et al.}, 
3226-3235 
Poly(A) signal, mechanisms of C2 
complement gene USE function 
(Moreira et al.), 2522-2534 
Polyadenylation 


mechanisms of C2 complement gene 
USE function (Moreira et al.), 
2522-2534 
regulation of translation in mouse oo- 
cytes (Stutz et al.), 2535-2548 
role of Pablp in mRNA stabilization 
(Coller et al.), 3226-3235 
Polynucleotide phosphorylase, interac- 
tion with RNase E in E. coli 
(Vanzo et al.), 2770-2781 
Polypyrimidine tract, cooperative bind- 
ing by U2AF65 and mBBP (Ber- 
glund et al.), 858-867 
Polypyrimidine tract-binding protein, 
role in C2 complement poly(A) 
signal function (Moreira et al.}, 
2522-2534 
Pom |p, role in polarity and cytokinesis 
(Bahler and Pringle), 1356-1370 
Position effects 
affect of telomeres on recombination 
in yeast (Stavenhagen and Za- 
kian), 3044-3058 
role in transgene silencing (Pikaart et 
al.), 2852-2862 
Positive transcription elongation factor 
b, identification of multiple cy- 
clin subunits (Peng et al.), 755- 
762 
Potassium currents, defects in AT fibro- 
blasts (Rhodes et al.), 3686-3692 
P-OTX, role in pituitary organogenesis 
(Treier et al.), 1691-1704 
POU genes, regulation of CNS expres- 
sion by castor and hunchback 
(Kambadur et al.}, 246-260 
POU proteins 
interaction of Oct-1 with SNAP. (Ford 
et al.), 3528-3540 
regulation of OPN expression by Oct-4 
(Botquin et al.), 2073-2090 
POZ/zinc finger proteins, regulation of 
BCL-6 by antigen receptor sig- 
naling (Niu et al.), 1953-1961 
PP2C domain, presence in Dictyo- 
stelium Spalten (Aubry and Fir- 
tel), 1525-1538 
PPARy. See Peroxisome proliferator-ac- 
tivated receptor 
pRb. See RB/Rb 
Pregnane X receptor, heterodimerization 
with RXR and ligand depen- 
dence (Blumberg and Evans), 
3149-3155 Perspective 
Preimplantation embryo 
chromosome methylation patterns 
(Rougier et al.), 2108-2113 
regulation of OPN expression by Oct-4 
and Sox-2 (Botquin et al.), 2073- 
2090 
Pre-messenger RNA processing 
function of the SRm160/300 complex 
(Blencowe et al.}, 996-1009 
genetic analysis of ASF/SF2 (Wang et 
al.), 2222-2233 
in vivo role of U2AF in Drosophila 
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(Rudner et al.), 1010-1021 
nucleocytoplasmic shuttling of SR 
proteins (Caceres et al.), 55-66 
role in 
traliscription termination (Baurén et 
al.), 2759-2769 
PIM1 protease in mitochondria (van 
Dyck et al.), 1515-1524 
Prespores, role of Spalten in differentia- 
tion (Aubry and Firtel), 1525- 
1538 
Prestalk cells, role of Spalten in differen- 
tiation (Aubry and Firtel), 1525- 
1538 
Primitive streak, effects of GATAG defi- 
ciency in mice (Morrisey et al.), 
3579-3590 
PRLI, role in Arabidopsis glucose re- 
sponse (Németh et al.}, 3059- 
3073 
Processivity, regulation of RNA Pol II by 
DSIF (Wada et al.), 343-356 
Profilin, role in cytokinesis (Giansanti et 
al.), 396-410 
Progenitors 
multipotent, role of C/EBP isoforms in 
differentiation (Nerlov et al.), 
2413-2423 
neural, cell fate determinants in Dro- 
sophila (Buescher et al.), 1858- 
1870 
Progesterone, role in mouse mammary 
gland development (Hennighau- 
sen and Robinson), 449-455 Re- 
view 
Programmed cell death, role of CHOP 
(Zinszner et al.), 982-995 
Prolactin, role in mouse mammary gland 
development (Hennighausen 
and Robinson), 449-455 Review 
Promoter activation, sequence and struc- 
tural determinants (Dai and 
Rothman-Denes), 2782-2790 
Promoter competition, role of H19 in 
Igf2 imprinting (Jones et al.), 
2200-2207 
Promoter—enhancer interactions, regula- 
tory activities during Dro- 
sophila embryogenesis (Oht- 
suki et al.), 547-556 
Promoters 
regulatory activities during Dro- 
sophila embryogenesis (Oht- 
suki et al.), 547-556 
role of «”° in function of Q protein (Ko 
et al.), 3276-3285 
Prospero 
localization by Miranda during asym- 
metric cell division (Shen et al.), 
1837-1846; (Schuldt et al.) 
1847-1857 
role in asymmetric cell division 
(Hawkins and Garriga), 3625- 
3638 Review 
Proteases 
Clp degradation of Ssr-tagged sub- 
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strates (Gottesman et al.}, 1338 
1347 
Hf1B degradation of SsrA-tagged sub 
strates (Herman et al.), 1348 
1355 
role in programmed cell death (Cryns 
and Yuan), 1551-1570 Review 
role of 
Lon in UmuD proteolysis (Gonzalez 
et al.), 3889-3999 
PIM1 in mitochondrial gene expres 
sion (van Dyck et al.), 1515 
1524 
Proteasome, regulation of 
BCL-6 by antigen receptor signaling 
(Niu et al.), 1953-1961 
N-CoR (Zhang et al.), 1775-1780 
Protein degradation 
inhibition by the Elongin BC complex 
(Kamura et al.), 3872-3881 
JNK targeting of p53 (Fuchs et al.), 
2658-2663 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
regulation of 


, 


BCL-6 by antigen receptor signaling 
(Niu et al.), 1953-1961 
cyclin D1 by GSK-38 (Diehl et al.), 
3499-3511 
ErbB1 by c-Cbl/Sli-1 (Lefkowitz et 
al.), 3663-3674 
MEKKa by ubiquitination (Chung et 
al.), 3564-3578 
role of Lon in UmuD proteolysis 
(Gonzalez et al.), 3889-3999 
Protein kinase A, regulation of Msn2p 
nuclear localization (Géner et 
al.), 586-597 
Protein kinase Ca, phosphorylation of 
ATF-2 for c-jun activation (Ka 
wasaki et al.), 233-245 
Protein kinases, role of Irelp in ER stress 
response pathway (Tirasophon 
et al.), 1812-1824 
Protein localization, role of Miranda dut 
ing asymmetric cell division 
(Shen et al.), 1837-1846; (Sch 
uldt et al.), 1847-1857 
Protein secretion, role of B. subtilis sig- 
nal peptidases (Tjalsma et al.) 
2318-2331 
Protein synthesis 
catalytic and regulatory subcomplexes 
in eIF2B (Pavitt et al.), 514-526 
regulation 
by HSP101 (Wells et al.), 3236-3251 
4E-BP1 by Akt (Gingras et al.), 5 


513 


25 
02 


viral use of prokaryotic-like mecha- 
nisms of translation initiation 
(Pestova et al.), 67-83 
Protein—protein interactions 
between 
HIV-1 Tat and human cyclin T1 
(Garber et al.), 3512-3527 
MEI-S332 and male meiotic proteins 


(Tang et al.), 3843-3856 
mRNA capping enzyme and RNA 
Pol II (Cho et al.), 3482-3487 
function of RNase E in E. coli RNA 
degradosome (Vanzo et al.), 
2770-2781 
interaction of 
Oct-1 with SNAP, (Ford et al.), 
3528-3540 
Stel2 and unphosphorylated Kss] 
(Bardwell et al.), 2887-2898 
ligand-independent recruitment of co- 
activators to estrogen receptor 
Zwijsen et al.), 3488-3498 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
role of amino acid—amino acid con- 
tacts in \ and P22 (Whipple et 
al.), 2791-2802 
structure and specificity of GRIP1 in- 
teraction with thyroid hormone 
receptor (Darimont et al.}, 
3343-3356 
Proteolysis 
cell cycle regulation of Caulobacter 
FtsZ (Kelly et al.), 880-893 
Clp degradation of Ssr-tagged sub- 
strates (Gottesman et al.), 1338- 
1347 
Hf1B degradation of SsrA-tagged sub- 
strates (Herman et al.}, 1348- 
1355 
ligand-induced cleavage of Notch 
(Kidd et al.), 3728-3740 
regulation of 
BCL-6 by antigen receptor signaling 
(Niu et al.), 1953-1961 
cyclin D1 by GSK-38 (Diehl et al.}, 
3499-3511 
N-CoR (Zhang et al.), 1775-1780 
UmuD by Lon protease (Gonzalez et 
al.), 3889-3999 
role in 
exit from mitosis in Drosophila syn- 
cytial embryos (Su et al.), 1495- 
1503 
oncogenic Ab] and Src in Abi degra- 
dation (Dai et al.), 1415-1424 
programmed cell death (Cryns and 
Yuan), 1551-1570 Review 
PIM1 in mitochondrial gene expression 
(van Dyck et al.), 1515-1524 
Proto-oncogene, role of Drosophila myb 
in cell division (Katzen et al.}, 
831-843 
Proventriculus, role of dve during devel- 
opment (Nakagoshi et l.), 
2724-2734 
Psel, identification as Pho4 nuclear im- 
port receptor (Kaffman et al.), 
2673-2683 
Pseudouridine synthase, role of Cbf5p in 
rRNA processing (Lafontaine et 
al.), 527-537 
PTB, See Polypyrimidine tract-binding 
protein 





PTEN, role in melanoma (Chin et al.}, 
3467-3481 Review 

PTF, regulation of gene expression (Lee 
and Young}, 1398-1408 Review 

PTP-2, role in C. elegans oogenesis and 
vulval development (Gutch et 
al.), 571-585 

Ptxl, role in pituitary organogenesis 
(Treier et al.), 1691-1704 

puckered, encoding of a Drosophila JNK 
phosphatase (Martin-Blanco et 
al.), 557-570 

pX, rescue of TBP and TAF,,250 mutants 
(Haviv et al.), 1217-1226 

PXR. See Pregnane X receptor 

Pyk2, activation by IL-2 (Miyazaki et al.}, 
770-775 

Pyrimidine dimers, role of RNA Pol III 
transcription in DNA repair 
(Aboussekhra and Thoma}, 411- 
421 

Pyrophosphatase, inorganic, role in 
nucleosome remodeling (Gdula 
et al.), 3206-3216 


Q 


Q protein, role of o”° in function (Ko et 
al.), 3276-3285 


0 


R 
Rac 


delayed pathway response in plectin- 
deficient fibroblasts (Andra et 
al.), 3442-3451 

role in activation of JNK pathway mis- 
shapen (Su et al.), 2371-2380 

role of Mbc in signaling (Nolan et al.), 
3337-3342 


Racl, activation by DOCKI180 (Ki- 
yokawa et al.), 3331-3336 
Rad proteins, role in Cds] activity (Lind- 
say et al.), 382-395 
Rad52 
role in 
meiotic recombination complex as- 
sembly (Gasior et al.), 2208- 
2221 
recombination near yeast telomeres 
(Stavenhagen and  Zakian), 
3044-3058 
role of okr, spn-B, and spn-D DNA te- 
pair pathway (Ghabrial et al.), 
2711-2723 
Rad53, role in S-phase recovery (Desany 
et al.), 2956-2970 
Rad55, role in meiotic recombination 
complex assembly (Gasior et 
al.), 2208-2221 
Rad57, role in meiotic recombination 
complex assembly (Gasior et 
al.), 2208-2221 
RadA, role in DNA strand exchange 
(Seitz et al.), 1248-1253 


Raf, induction of human fibroblast se- 
nescence (Zhu et al.), 2997- 
3007 
Rapp, role in recombination near yeast 
telomeres (Stavenhagen and Za- 
kian), 3044-3058 
Rapsyn, role in postsynaptic differentia- 
tion (Burden), 133-148 Review 
Ras, up-regulation of cyclin D1 in kera- 
tinocytes (Robles et al.}, 2469- 
2474 
Ras family, interaction with the Elongin 
BC complex (Kamura et al.), 
3872-3881 
Ras signaling 
down-regulation of CF2 (Mantrova and 
Hsu}, 1166-1175 
role in 
cyclin D1 turnover (Diehl et al.), 
3499-3511 
Drosophila mesodermal cell fate de- 
termination (Carmena et al.}, 
3910-3922 
metastasis (Chin et al.), 3467-3481 
Review 
role of MEK in induction of senes- 
cence (Lin et al.), 3008-3019 
RB/Rb 
defects in p107 double mutant (Roba- 
nus-Maandag et al.), 1599-1609 
inhibition of DNA synthesis (Knudsen 
et al.), 2278-2292 
regulation 
by ARF tumor suppressor (Sherr), 
2984-2991 Perspective 
of E2F and DP proteins (Dyson), 
2245-2262 Review 
role in overcoming cellular senescence 
in human cancers {Yeager et al.), 
163-174 
role of E2F binding in function (Sellers 
et al.), 95-106 
RBP, targeting of TFIID and TFIIA (Olave 
et al.), 1621-1637 
RecA 
role of archaeal homolog RadA in 
DNA strand exchange (Seitz et 
al.), 1248-1253 
role with RecQ in recombination 
initiation and disruption (Har- 
mon and Kowalczykowskil, 
1134-1144 
Receptor tyrosine kinases 
role in 
Drosophila mesodermal cell fate de- 
termination (Carmena et al.), 
3910-3922 
melanoma (Chin et al.), 3467-3481 
Review 
role of ErbB2 and ErbB3 in neural crest 
cell development (Britsch et al.), 
1825-183 
signal transduction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
Recombination 
affect of telomeres in yeast (Stavenha- 


gen and Zakian), 3044-3058 
C1D-mediated activation of DNA-PK 
(Yavuzer et al.), 2188-2199 
meiotic 
role of 
Drosophila mei-W68 (McKim and 
Hayashi-Hagihara), 2932-2942 
okr, spn-B, and spn-D (Ghabrial et 
al.), 2711-2723 
suppression of crossing-over by 
DNA methylation in Ascobolus 
(Maloisel and Rossignol), 1381- 
1389 
role of 
archaeal RadA in DNA strand ex- 
change (Seitz et al.), 1248-1253 
Rad 52 during meiosis (Gasior et al.}, 
2208-2221 
RecQ in initiation and disruption 
(Harmon and Kowalczykowski), 
1134-1144 
stimulation by replication fork block- 
ing (Kobayashi et al.), 3821- 
3830 
Recombination enhancer, role of Mcm1 
in mating-type switching activ- 
ity (Wu et al.), 1726-1737 
Recombination signal sequences, role of 
the TCRB enhancer in accessi- 
bility (Hempel et al.}, 2305- 
2317 
RecQ, role in recombination initiation 
and disruption (Harmon and 
Kowalczykowski), 1134-1144 
Red1, role in Mek1 chromosomal local- 
ization (Bailis and Roeder), 
3551-3563 
Redox, modulation of p53 activity (Giac- 
cia and Kastan), 2973-2983 Re- 
view 
RelA, rescue of M. xanthus DK527 mu- 
tant (Harris et al.), 1022-1035 
Repeats, DNA, suppression of crossing- 
over by DNA methylation in 
Ascobolus (Maloisel and Ross- 
ignol), 1381-1389 
Replication 
cell cycle control of chorion gene am- 
plification (Calvi et al.), 734- 
744 
coupling to recombination (Richard- 
son et al.), 3831-3842 
regulation by E2F (Leone et al.), 2120- 
2130 
role of 
Cdc7 in origin activation (Bousset 
and Diffley), 480-490; (Donald- 
son et al.), 491-501 
E. coli datA locus (Kitagawa et al.}, 
3032-3043 
Mecl and Rad53 in S-phase recovery 
(Desany et al.), 2956-2970 
Replication fork blocking, role in (DNA 
repeat expansion and contrac- 
tion (Kobayashi et al.), 3821- 
3830 
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Replication protein A, polarity of DNA 
binding (de Laat et al.}, 2598- 
2609 
Repressors, role of amino acid—amino 
acid contacts in AcI and P22cl 
(Whipple et al.), 2791-2802 
Reproductive tract, male, role of DWnt-2 
in development (Kozopas et al.}, 
1155-1165 
Retinoblastoma 
in pl107 and Rb double mutant mice 
(Robanus-Maandag et al.), 1599- 
1609 
role of E2F binding in Rb function 
(Sellers et al.), 95-106 
Retinoic acid receptor, recruitment of 
PCAF (Blanco et al.), 1638-1651 
Retinoid X receptor 
heterodimerization with 
BXR (Blumberg et al.), 1269-1277 
orphan receptors and ligand depen- 
dence (Blumberg and Evans), 
3149-3155 Perspective 
recruitment of PCAF (Blanco et al.), 
1638-1651 
role of Ada complex in activation (vom 
Baur et al.), 1278-1289 
Rev protein, role in nuclear RNA export 
(Stutz and Rosbash}), 3303-3319 
Review 
Reverse transcriptase, components and 
regulation of telomerase (Nu- 
gent and Lundblad), 1073-1085 
Review 
RGG box, requirement for role of ICP27 
in RNA export (Sandri-Goldin), 
868-879 
RhIB, interaction with RNase E in E. coli 
(Vanzo et al.), 2770-2781 
Rho, delayed pathway response in plec- 
tin-deficient fibroblasts (Andra 
et al.), 3442-3451 
Rhodobacter capsulatus, role of NtrC in 
activation of RNA polymerase 
(Bowman and Kranz), 1884— 
1893 
RhoGEF, role in Drosophila develop- 
ment (Hacker and Perrimon), 
274-284 
Ribonuclease 
E, function in E. coli RNA degrado- 
some (Vanzo et al.), 2770-2781 
MRP, subunit overlap with RNase P 
(Chamberlain et al.), 1678-1690 
P 
localization to the nucleolus (Ber- 
trand et al.), 2463-2468 
subunit characterization (Chamber- 
lain et al.), 1678-1690 
Ribonucleoprotein , role of nontemplate 
telomerase RNA residues in 
function (Roy et al.}, 3286-3300 
Ribonucleoprotein particles, small nu- 
clear, role of U1 and U2 snRNP 
in SRm160/300 RNA binding 
(Blencowe et al.), 996-1009 


GENES & DEVELOPMENT 


Ribonucleoproteins, heterogeneous 
nuclear 
role in nuclear RNA export (Stutz and 
Rosbash}, 3303-3319 Review 
role of arginine methylation in nuclear 
export (Shen et al.), 679-691 
Ribonucleoside diphosphate reductase, 
suppression of mec mutation 
(Desany et al.), 2956-2970 
Ribonucleotide pools, modulation of p53 
activity (Giaccia and Kastan}, 
2973-2983 Review 
Ribosome 
complex formation during prokary- 
otic-like translation initiation 
in viruses (Pestova et al.), 67-83 
role in group I intron splicing (Semrad 
and Schroeder), 1327-1337 
Ribosome synthesis, role of Cbf5p in 
rRNA processing (Lafontaine et 
al.), 527-537 
Rim15p, role in regulation of stationary 
phase entry by cAPK (Reinders 
et al.), 2943-2955 
RNA 
nuclear export pathways (Stutz and 
Rosbash), 3303-3319 Review 
nucleolar localization of early tRNA 
processing (Bertrand et al.), 
2463-2468 
RNA, ribosomal, role of Cbf5p as pseu 
douridine synthase (Lafontaine 
et al.), 527-537 
RNA, small nuclear 
interaction of Oct-1 with SNAP. (Ford 
et al.), 3528-3540 
role of SNAP19 in assembly of pro- 
moter complex SNAP. (Henry 
et al.), 2664-2672 
RNA, small nucleolar, association with 
pseudouridine synthase Cbf5p 
(Lafontaine et al.), 527-537 
RNA chaperones, role in group I in 
tron splicing (Semrad and 
Schroeder), 1327-1337 
RNA cleavage, role of Pol III RNA activ- 
ity in transcription termination 
(Chédin et al.), 3857-3871 
RNA degradation, function of RNase E 
in E. coli (Vanzo et al.), 2770 
2781 
RNA hairpins 
role in transcription pausing and ter- 
mination (Artsimovitch and 
Landick), 3110-3122 
RNA localization, role of 
Miranda during asymmetric cell divi- 
sion (Shen et al.), 1837-1846; 
(Schuldt et al.), 1847-1857 
Vgl RBP (Havin et al.), 1593-1598 
RNA modification, role of Cbf5p as 
pseudouridine synthase (Lafon 
taine et al.), 527-537 
RNA polymerase 
conversion of E. coli w subunit to a 
transcriptional activator (Dove 


and Hochschild), 745-754 
regulation of Eo*® by FlgM (Chadsey et 
al.), 3123-3136 
role of 
interaction with hairpins in pausing 
and termination (Artsimovitch 
and Landick), 3110-3122 
capsulatus NtrC in activation 
(Bowman and Kranz}, 1884— 
1893 
o”° in function of Q protein (Ko et 
al.), 3276-3285 
SNAP19 in SNAP. assembly (Henry 
et al.), 2664-2672 
sequence and structural determinants 
of promoter recognition (Dai 
and Rothman-Denes), 2782- 
2790 
RNA polymerase I, role in rDNA repeat 
expansion and contraction (Ko- 
bayashi et al.), 3821-3830 
RNA polymerase II 
binding of new core promoter element 
by TFIIB (Lagrange et al.), 34-44 
cooperative effects of p300 and estro- 
gen receptor (Kraus and Ka- 
donaga), 331-342 
Crp 
independent activation of transcrip- 
tion in yeast (McNeil et al.), 
2510-2521 
phosphorylation by P-TEFb (Peng et 
al.), 755-762 
interaction with mRNA capping en- 
zymes (Cho et al.), 3482-3487 
mediator function through the CTD 
(Myers et al.), 45-54 
regulation 
by DSIF (Wada et al.), 343-356 
of transcription elongation by Spt4, 
Spt5, and Spt6 (Hartzog et al.), 
357-369 
RNA polymerase III, role of 
cleavage activity in transcription ter- 
mination (Chédin et al.), 3857- 
3871 
transcription in DNA repair (Abous- 
sekhra and Thoma), 411-421 
RNA processing, role of 
Cbf5p as pseudouridine synthase (La- 
fontaine et al.), 527-537 
Irelp in ER stress response pathway 
(Tirasophon et al.), 1812-1824 
PIM1 protease in mitochondria (van 
Dyck et al.), 1515-1524 
RNA replication, up-regulation in polio- 
virus (Gamarnik and Andino}, 
2293-2304 
RNA stability, role of PIM1 protease in 
mitochondria (van Dyck et all.), 
1515-1524 
RNA viruses, positive-stranded, switch 
from translation to RNA repli- 
cation (Gamarnik and Andino)}, 
2293-2304 
RNA-binding proteins 





cooperative interaction of U2AF65 and 
mBBP (Berglund et al.), 858-867 
function of the SRm160/300 complex 
(Blencowe et al.), 996-1009 
in vivo role of U2AF in Drosophila 
(Rudner et al.), 1010-1021 
interaction of 
HIV-1 Tat and human cyclin T1 
(Garber et al.), 3512-3527 
p80 and p95 with telomerase RNA 
(Gandhi and Collins), 721-733 
role of 
HSP101 as a translational regulator 
(Wells et al.), 3236-3251 
ICP27 in RNA export (Sandri-Gol- 
din}, 868-879 
poly(A) binding protein in mRNA 
stabilization (Coller et al.), 
3226-3235 
Vgl RBP in RNA localization (Havin 
et al.), 1593-1598 
RNase. See Ribonuclease 
RNR1 suppression of mecl mutation 
(Desany et al.), 2956-2970 
Roof plate cells, expression of GDF7 (Lee 
et al.), 3394-3407 
Root hair, role of RHL1 in initiation 
(Schneider et al.), 2013-2021 
ROOT HAIRLESS 1, role in root hair ini- 
tiation (Schneider et al.), 2013- 
2021 
Roots 
response of auxin transport to gravity 
(Dolan), 2091-2095 Perspective 
role of EIR1 in gravitropism (Luschnig 
et al.), 2175-2187 
ROTUNDIFOLIA3, role in polar elonga- 
tion of leaf cells (Kim et al.}, 
2381-2391 
RPA 
association with Rad52 (Gasior et all.}, 
2208-2221 
DNA binding polarity of human pro- 
tein (de Laat et al.), 2598-2609 
RPA135, role in rDNA repeat expansion 
and contraction (Kobayashi et 
al.), 3821-3830 
RRM domains, presence in Vgl RBP 
(Havin et al.), 1593-1598 
rRNA. See RNA, ribosomal 
RS domains 
in vivo role of U2AF in Drosophila 
(Rudner et al.}, 1010-1021 
interchangeability and negative con- 
trol of splicing (Wang et al.}, 
2222-2233 
role in nucleocytoplasmic shuttling of 
SR proteins (Caceres et al.), 
5-66 
Rubl, modification of Cdc53 (Hochstras- 
ser), 901-907 Perspective; (Lam- 
mer et al.), 914-926 
Runt domain proteins, role of Groucho 
proteins as corepressors (Fisher 
and Caudy), 1931-1940 Review 
RXR See Retinoid X receptor 


S phase 
arrest, activation of Cds1 kinase (Lind- 
say et al.), 382-395 
detection of RPA foci (Gasior et al.), 
2208-2221 
entry 
delay in CREM-deficient mice (Ser- 
villo et al.), 3639-3643 
role of NPAT (Zhao et al.), 456-461 
inhibition of DNA synthesis by RB 
(Knudsen et al.), 2278-2292 
role of 
Cdc7 in origin activation (Bousset 
and Diffley), 480-490; (Donald- 
son et al.), 491-501 
CLB5 and CLBé6 during meiosis (Stu- 
art and Wittenberg), 2698-2710 
E2F3 in induction (Leone et al.), 
2120-2130 
Mecl and Rad53 in recovery (De- 
sany et al.), 2956-2970 
Mis4 in sister chromatid cohesion 
(Furuya et al.), 3408-3418 
Saccharomyces cerevisiae 
cAPK regulation of stationary phase 
entry through Rim15p (Rein- 
ders et al.), 2943-2955 
Cbf5p as pseudouridine synthase (La- 
fontaine et al.), 527-537 
control of MAPK signaling specificity 
(Sprague), 2817-2820 Review 
effect of telomeres on recombination 
(Stavenhagen and  Zakian), 
3044-3058 


identification of mediator components 
(Myers et al.}, 45-54 

interaction of mRNA capping enzyme 
with RNA Pol II (Cho et al.), 
3482-3487 


membrane recruitment of Ste5 by GBy 
(Pryciak et al.), 2684-2697 
modification of Cdc53 by Rub1 (Lam- 
mer et al.}, 914-926 
prevention of HOG and pheromone 
pathway cross talk (O’Rourke 
and Herskowitz), 2874-2886 
regulation of 
Msn2p nuclear localization (G6ner 
et al.), 586-597 
transcription elongation by Spt4, 
Spt5, and Spt6 (Hartzog et al.), 
357-369 
repression of Stel2 by unphosphory- 
lated Kssl (Bardwell et al.), 
2887-2898 
RNA Pol Il CTD-independent activa- 
tion of transcription (McNeil et 
al.), 2510-2521 
role of 
Ada complex in nuclear receptor ac- 
tivation (vom Baur et al.}, 1278- 
1289 
APN2 in repair of abasic sites 
(Johnson et al.), 3137-3143 


arginine methylation in nuclear ex- 
port (Shen et al.), 679-691 
Cdc34 and Met30 in Swel degrada- 
tion (Kaiser et al.), 2587-2597 
Cde7 in origin activation (Bousset 
and Diffley), 480-490; (Donald- 
son et al.}, 491-501 
CLB5 and CLB6 during meiosis (Stu- 
art and Wittenberg), 2698-2710 
Cut12 in spindle pole body forma- 
tion (Bridge et al.), 927-942 
Fobl and RNA Pol I in rDNA repeat 
expansion and contraction (Ko- 
bayashi et al.), 3821-3830 
Gcdl0p-Gedl4p complex in tRNA 
modification (Anderson et al.}, 
3650-3662 
Mcm1 in mating-type switching 
(Wu et al.), 1726-1737 
Mec! and Rad53 in S-phase recovery 
(Desany et al.), 2956-2970 
Mek] in synaptonemal complex for- 
mation (Bailis and Roeder), 
3551-3563 
polo-like kinases in mitosis (Glover 
et al.), 3777-3779 Review 
RNA Pol III transcription in DNA 
repair (Aboussekhra and Tho- 
ma), 411-421 
Rpd3 in transcriptional repression 
(Kadosh and Struhl), 797-805 
SCF complexes in cell division and 
methionine biosynthesis (Pat- 
ton et al.), 692-705; Corrigen- 
dum 3144 
suppression of mec1 mutation (De- 
sany et al.), 2956-2970 
telomeres in chromosome pairing 
(Rockmill and Roeder), 2574- 
2586 
SAGA complex 
GCNS residues critical for HAT activ- 
ity (Wang et al.), 640-653 
regulation of gene expression (Lee and 
Young), 1398-1408 Review 
Salmonella 
Fis activation of the Hin invertasome 
(Merickel et al.}, 2803-2816 
regulation of Eo* by FlgM (Chadsey et 
al.), 3123-3136 
SAP 155, phosphorylation and splicing 
catalysis (Wang et al.), 1409- 
1414 
SAPKs. See Stress-activated MAP ki- 
nases 
Scalloped, role in Drosophila wing devel- 
opment (Simmonds et al.}, 
3815-3820; (Halder et al.), 
3900-3909 
Scanning electron microscopy, to study 
role of liguleless2 in maize leaf 
development (Walsh et al.), 
208-218 
SCF complexes 
effect of Rubl (Lammer et al.}, 914— 
926 
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regulation of cell division and methio- 
nine biosynthesis (Patton et al.), 
692-705; Corrigendum 3144 
role of Met30 in Swel degradation 
(Kaiser et al.), 2587-2597 
Schizosaccharomyces pombe 
localization of Cdc7p during mitosi 
(Sohrmann et al.), 84-94 
regulation of Papl by Styl/Spcl 
(Toone et al.), 1453-1463; Erra- 
tum 2650 
role of 
Atfl and phosphorylation in Styl/ 
Spcl nuclear localization (Gaits 
et al.), 1464-1473 
Cds1 in S-phase-specific checkpoint 
(Lindsay et al.), 382-395 
Mis4 in sister chromatid cohesion 
(Furuya et al.), 3408-3418 
Pol Il] RNA activity in transcription 
termination (Chédin et al.), 
3857-3871 
Pom|p in cell division (Bahler and 
Pringle), 1356-1370 
Schwann cells, role in synapse formation 
(Burden), 133-148 Review 
SCL/Tal-1, role in 
vascular development (Visvader et al.), 
473-479 
zebrafish hematopoiesis and vasculo- 
genesis (Liao et al.), 621-626 
SCP2. See Sterol carrier protein-2 
scute, self-stimulation in neural precur- 
sors (Culi and Modolell), 2036- 
2047 
Secreted proteins, role of Unpaired in 
JAK signaling (Harrison et al.), 
3252-3263 
Secretin gene, transcriptional activation 
by BETA2-p300 (Mutoh et al.), 
820-830 
Secretion 
possible role for Windbeutel during 
Drosophila oogenesis (Konso- 
laki and Schupbach), 120-131 
role of B. subtilis signal peptidases 
(Tjalsma et al.), 2318-2331 
Segmentation, role of unpaired (Harrison 
et al.), 3252-3263 
Segregation, migration of the origin and 
terminus in E. coli (Niki and Hi- 
raga), 1036-1045 
Senescence 
induction by Raf in human fibroblasts 
(Zhu et al.), 2997-3007 
levels of protein oxidation in E. coli 
(Dukan and Nystrém), 3431- 
3441 
mechanisms of overcoming in human 
cancer (Yeager et al.), 163-174 
in response to constitutive MEK/ 
MAPK signaling (Lin et al.), 
3008-3019 
Sensory organ mother cells, self-stimula- 
tion of proneural genes (Culi 
and Modolell), 2036-2047 
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Septum formation, role of Cdc7p in fis- 
sion yeast (Sohrmann et al.), 84 
94 
Sequence specificity, site selectivity of 
p53 DNA binding (Resnick-Sil 
verman et al.), 2102-2107 
Serine/threonine kinase receptors 
role of ActRIB in mouse development 
(Gu et al.), 844-857 
signal transduction by Smad2 (de Cae 
stecker et al.), 1587-1592 
Serine-arginine-rich splicing factors. See 
also SR proteins 
function of the SRm160/300 complex 
(Blencowe et al.), 996-1009 
Serrate 
analysis of Jag2 mutant mice (Jiang et 
al.), 1046-1057 
role in asymmetric cell division (Zeng 
et al.), 1986-1091 
Seven in absentia, role of mammalian 
homolog in regulation of 
N-CoR (Zhang et al.), 1775 
1780 
Seven-up, control of insect kidney cell 
proliferation (Kerber et al.), 
1781-1786 
Sex determination, role of DWnt-2 in 
male reproductive tract devel- 
opment (Kozopas et al.), 1155 
1165 
SF2 
interchangeability of RS domains 
(Wang et al.), 2222-2233 
recognition of exonic splicing enhanc- 
ers (Liu et al.), 1998-2012 
SH3 binding proteins, activation of Rac] 
DOCK180 (Kiyokawa et al.}, 
3331-3336 
Sicl, regulation of degradation by 
SCFC*4 (Patton et al.), 692-705; 
Corrigendum 3144 
Sigma factors 
regulation of Eo?* by FlgM (Chadsey et 
al.), 3123-3136 
role of 


o°*-dependent activation of nifh pro 
moter (Dworkin et al.), 894-900 
o’’ in antitermination by \ Q pro 
tein (Ko et al.), 3276-3285 
SpollE in o* specificity (Wu et al.}, 
1371-1380 
Signal peptidases role in B. subtilis pro 


70 


tein secretion (Tjalsma et al.), 
2318-2331 
Signal transduction 

determinants of TGF-8 specificity 
(Chen et al.), 2144-2152 

effects of SHIP gene disruption in mice 
(Helgason et al.), 1610-1620 

identification of Drosophila JNK phos- 
phatase (Martin-Blanco et al.), 
557-570 

mechanisms regulating Drosophila 
mesoderm induction (Xu et al.), 
2354-2370 


MEK/MAPK activation of p53 and p16 
(Lin et al.), 3008-3019 
prevention of yeast HOG and phero- 
mone pathway cross _ talk 
(O’Rourke and Herskowitz), 
2874-2886 
recruitment of LMW-PTP to Eph re- 
ceptors (Stein et al.), 667-678 
regulation of 
ErbBl by c-Cbl/Sli-1 (Lefkowitz et 
al.), 3663-3674 
Scalloped and Vestigial during wing 
development (Simmonds et al.}, 
3815-3820; (Halder et al.), 
3900-3909 
repression of Stel2 by unphosphory- 
lated Kssl (Bardwell et al.), 
2887-2898 
role of 
C. elegans PTP-2 in oogenesis and 
vulval development (Gutch et 
al.), 571-585 
EIN3 and ERF1 in ethylene response 
(Solano et al.), 3703-3714 
Irelp in ER stress response pathway 
(Tirasophon et al.), 1812-1824 
Jak kinase pathway in cytokine res- 
cue of apoptosis and growth ar- 
rest (Quelle et al.), 1099-1107 
JNKK1 in pathway specificity (Xia et 
al.), 3369-3381 
LIN-12/Notch pathway in develop- 
ment (Greenwald), 1751-1762 
Review 
Mbc in Rac signaling (Nolan et al.), 
3337-3342 
misshapen in dorsal closure (Su et 
al.), 2371-2380 
molecular switches (Fishel), 2096- 
2101 
Ste5 membrane recruitment by GBy 
(Pryciak et al.), 2684-2697 
TGF-8 induction of Smad protein 
coactivation with CBP/p300 
(Janknecht et al.), 2114-2119; 
(Feng et al.), 2153-2163 
Signaling 
identification of novel orphan nuclear 
receptor BXR (Blumberg et al.), 
1269-1277 
MAP kinase-mediated regulation of 
BCL-6 (Niu et al.), 1953-1961 
role in pituitary organogenesis (Treier 
et al.), 1691-1704 
role of 
ARF in Myc pathway (Zindy et al.), 
2424-2433 
FGFs in limb development (Martin), 
1571-1586 Review 
LIN-12/Notch pathway in develop- 
ment (Greenwald), 1751-1762 
Review 
pl9A®F in  E1A_ pathway (de 
Stanchina et al.), 2434-2442 
Smads in early development (Whit- 
man), 2445-2462 Review 





STATS in ES cell self-renewal (Niwa 
et al.), 2048-2060 
TGF-B induction of transcription 
through TFE3 and Smad protein 
cooperation (Hua et al.}, 3084— 
3095 
through differential recruitment of 
Dsh (Axelrod et al.), 2610-2622 
Silencing, role of 
DNA _ methylation and histone 
deacetylation (Pikaart et al.), 
2852-2862 
yeast CAF-I in maintenance (Enomoto 
and Berman), 219-232 
Silencing mediator of retinoid and thy- 
roid hormone receptors, regula- 
tion of Notch signaling (Kao et 
al.), 2269-2277 
Sin3, role of interaction with Rpd3 in 
transcriptional repression (Ka- 
dosh and Struhl)}, 797-805 
Single-minded, role in cell lineage-spe- 
cific development (Crews), 607- 
520 Review 
Single-stranded DNA-binding protein 
role in RNA polymerase promoter rec- 
ognition (Dai and Rothman- 
Denes), 2782-2790 
role with RecQ in recombination ini- 
tiation and disruption (Harmon 
and Kowalczykowski), 1134- 
1144 
sip family, role in B. subtilis protein se- 
cretion (Tjalsma et al.), 2318- 
2331 
Sister chromatid cohesion, role of 
Drosophila MEI-S332 in maintenance 
(Tang et al.), 3843-3856 
Mek] (Bailis and Roeder), 3551-3563 
Mis4 (Furuya et al.), 3408-3418 
Xenopus SMC complex (Losada et al.), 
1986-1997 
Sister chromatid exchange, increase in 
Blm mutant mice (Chester et 
al.), 3382-3393 
Skeleton, defects in Hs2st mutant mice 
(Bullock et al.), 1894-1906 
Skin 
expression of movol (Dai et al.), 3452- 
3463 
reduced tumor formation in cyclin D1- 
deficient mice (Robles et al.), 
2469-2474 
SKN-1, bypass by END-1 expression 
during endoderm development 
(Zhu et al.), 3809-3814 
Skp1 
bridging of Cdc53 to F-box proteins 
(Patton et al.), 692-705; Corri- 
gendum 3144 
interaction with Met30 (Kaiser et al.}, 
2587-2597 
SKP2, similarity of Arabidopsis TIR1 
(Ruegger et al.), 198-207 
Skull, role of Pax9 in development (Pe- 
ters et al.), 2735-2747 


Sli-1, role in endocytosis and turnover of 
EGFR (Lefkowitz et al.), 3663- 
3674 
Smad proteins 
coactivation with CBP/p300 (Janknecht 
et al.), 2114-2119; (Feng et al.), 
2153-2163 
determinants of TGF-8 specificity 
(Chen et al.), 2144-2152 
induction of transcription through co- 
operation with TFE3 (Hua et 
al.), 3084-3095 
inhibition of BMP signaling by Smad6 
(Hata et al.), 186-197 
role in 
Drosophila mesoderm induction 
(Xu et al.), 2354-2370 
early developmental TGF® signaling 
(Whitman), 2445-2462 Review 
Smad4 in gastrulation and anterior 
development (Sirard et al.), 107- 
119 
transduction of common signals from 
receptor serine/threonine and 
tyrosine kinases by Smad2 (de 
Caestecker et al.), 1587-1592 
Smad3, TGF-8 stimulation of coactiva- 
tion with CBP/p300 (Janknecht 
et al.), 2114-2119; (Feng et al.), 
2153-2163 
Smad4 
as coactivator for Smad3 (Feng et al.), 
2153-2163 
role in gastrulation and anterior devel- 
opment (Sirard et al.), 107-119 
role of homolog Medea in Drosophila 
mesoderm induction (Xu et al.), 
2354-2370 
SMC family, role of Xenopus complex in 
sister chromatid cohesion 
(Losada et al.), 1986-1997 
SMRT. See Silencing mediator of reti- 
noid and thyroid hormone re- 
ceptors 
SNAP. 
interaction with Oct-1 (Ford et al.), 
3528-3540 
regulation of gene expression (Lee and 
Young), 1398-1408 Review 
role of SNAP19 in assembly (Henry et 
al.), 2664-2672 
snoRNA. See RNA, small nucleolar 
SOCS box, interaction with the Elongin 
BC complex (Kamura et al.), 
3872-3881 
SodA, overproduction during stasis in E. 
coli (Dukan and Nystrém), 
3431-3441 
Somites 
BMP regulation of myogenesis (Reshef 
et al.), 290-303 
degeneration in Fgfr1 hypomorphic 
mutant embryos (Partanen et 
al.), 2332-2344 
role of 
Eph signaling in formation (Durbin 


et al.), 3096-3109 
Noggin in development (McMahon 
et al.), 1438-1452 
Sonic hedgehog, repression during pan- 
creas development (Hebrok et 
al.), 1705-1713 
SOS mutagenesis, role of Lon protease in 
UmuD proteolysis (Gonzalez et 
al.), 3889-3999 
Sox1, role in lens development (Nishigu- 
chi et al.), 776-781 
Sox-2, regulation of OPN expression 
(Botquin et al.), 2073-2090 
Spl 
activation of the B-globin LCR (Gille- 
mans et al.), 2863-2873 
requirements for synergy with SREBP- 
la (Naar et al.), 3020-3031 
Spalten, role in Dictyostelium cell-type 
differentiation (Aubry and Fir- 
tel), 1525-1538 
Spemann organizer, non-cell-autono- 
mous induction by dharma (Ya- 
manaka et al.), 2345-2353 
Spermatogenesis 
regulation of HRAD1 levels (Freire et 
al.), 2560-2573 
role of movol (Dai et al.), 3452-3463 
Spglp, role in localization of Cdc7p in 
fission yeast (Sohrmann et al.), 
84-94 
Spikelet meristem, role of ids1 in speci- 
fying fate (Chuck et al.), 1145- 
1154 
Spinal cord, role of GDF7 in neuronal 
patterning (Lee et al.), 3394- 
3407 
Spindle assembly checkpoint, regulation 
of anaphase initiation (Fang et 
al.), 1871-1883 
Spindle pole body 
localization of Cdc7p in fission yeast 
(Sohrmann et al.), 84-94 
role of Cutl2 in formation (Bridge et 
al.), 927-942 
spindle-B, role in DNA repair and oogen- 
esis (Ghabrial et al.), 2711-2723 
spineless-aristapedia, role in Drosophila 
leg development (Duncan et al.}, 
1290-1303 
Spitz, role of EGF domain (Schnepp et 
al.), 908-913 
Splenomegaly, in SHIP-deficient mice 
(Helgason et al.), 1610-1620 
Spliceosome 
interaction of WT1 with U2AF65 
(Davies et al.), 3217-3225 
phosphorylation of SAP 155 and splic- 
ing catalysis (Wang et al.), 1409- 
1414 
Splicing 
and translation in bacteria (Woodson), 
1243-1247 Perspective 
cooperative binding of U2AF65 and 
mBBP (Berglund et al.), 858-867 
function of the SRm160/300 complex 
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(Blencowe et al.), 996-1009 
genetic analysis of ASF/SF2 (Wang et 
al.), 2222-2233 
in vivo role of U2AF in Drosophila 
(Rudner et al.), 1010-1021 
interaction of WT1 with U2AF65 
(Davies et al.), 3217-3225 
nucleocytoplasmic shuttling of SR 
proteins (Caceres et al.), 55-66 
phosphorylation and SAP 155 catalysis 
(Wang et al.}, 1409-1414 
recognition of SR protein-specific ex- 
onic enhancers (Liu et al.), 
1998-2012 
ribosome involvement for group I in- 
tron (Semrad and Schroeder), 
1327-1337 
role in transcription termination 
(Baurén et al.), 2759-2769 
Splicing enhancers, exonic, identifica- 
tion of SR protein-specific mo- 
tifs (Liu et al.), 1998-2012 
Spoll, role of Drosophila homolog in 
meiotic recombination (McKim 
and Hayashi-Hagihara), 2932- 
2942 
SpollE, role in o* specificity (Wu et al.), 
1371-1380 
Sporulation, role of 
SMC protein in chromosome parti- 
tioning (Britton et al.), 1254— 
1259 
SpolIE in o specificity (Wu et al.), 
1371-1380 
SPRY domain proteins, interaction with 
the Elongin BC complex (Ka- 
mura et al.), 3872-3881 


I 


f 


Spt4 
homology to DSIF subunit (Wada et 
al.), 343-356 
regulation of RNA Pol II transcription 
elongation (Hartzog et al.), 357- 
369 
Spt5 
identification of mammalian homolog 
DSIF p160 (Wada et al.), 343- 
356 
regulation of RNA Pol II transcription 
elongation (Hartzog et al.), 357- 
369 
Spt6, regulation of RNA Pol II transcrip- 
tion elongation (Hartzog et al.}, 
357-369 
SR proteins 
genetic analysis of ASF/SF2 (Wang et 
al.), 2222-2233 
in vivo role of U2AF in Drosophila 
(Rudner et al.), 1010-1021 
nucleocytoplasmic shuttling (Caceres 
et al.), 55-66 
recognition of exonic splicing enhanc- 
ers (Liu et al.), 1998-2012 
Srb4, independent activation of tran- 
scription in yeast (McNeil et 
al.), 2510-2521 
SRC-1, ligand-independent recruitment 
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to estrogen receptor by cyclin 
D1 (Zwijsen et al.), 3488-3498 
SREBPs. See Sterol regulatory element 
binding proteins 
SRm160, role in splicing (Blencowe et 
al.), 996-1009 
SRm300, role in splicing (Blencowe et 
al.), 996-1009 
SSB protein. See Single-stranded DNA- 
binding protein 
Ssr RNA 
Clp degradation of tagged substrates 
(Gottesman et al.), 1338-1347 
Hf1B degradation of tagged substrates 
(Herman et al.), 1348-1355 
Starvation response, role of Myb homo- 
log in Dictyostelium {Otsuka et 
al.), 1738-1748 
STAT, role of the Elongin BC complex in 
signaling (Kamura et al.), 3872 
3881 
STAT3, role in ES cell self-renewal 
(Niwa et al.), 2048-2060 
Stat5, role of Pyk2 in activation (Miya- 
zaki et al.), 770-775 
stat92E mutant, similarity of unpaired 
mutant (Harrison et al.), 3252 
3263 
Stationary phase 
cAPK regulation of entry through 
Rim15p (Reinders et al.), 2943 
2955 
correlation of oxidized protein levels 
and bacterial age (Dukan and 
Nystrém), 3431-3441 
Staufen 
role in asymmetric cell division 
(Hawkins and Garriga), 3625- 
3638 Review 
role of Miranda in localization (Shen et 
al.), 1837-1846; (Schuldt et al.}, 
1847-1857 
Ste5, membrane recruitment by GBy 
(Pryciak et al.), 2684-2697 
Ste7, relief of Kssl-mediated inhibition 
of invasive growth (Bardwell et 
al.), 2887-2898 
Ste12, repression of transcription by un- 
phosphorylated Kss1 (Bardwell 
et al.), 2887-2898 
Ste20 kinase 
role in Ste5 activation of MAP kinase 
pathway (Pryciak et al.), 2684- 
2697 


role of misshapen in dorsal closure (Su 
et al.), 2371-2380 
Stem cells 


embryonic 
double-strand break repair by in- 
terchromosomal recombination 
(Richardson et al.), 3831-3842 
role of STATS in self-renewal (Niwa 
et al.), 2048-2060 
role of piwi in self-renewal (Cox et al.), 
3715-3727 
Steroid and xenobiotic receptor, het- 


erodimerization with RXR and 
ligand dependence (Blumberg 
and Evans), 3149-3155 Perspec- 
tive; (Blumberg et al.), 3195- 
3205 
Steroid hydroxylases, role of ROTUNDI- 
FOLIA3 in polar elongation 
of leaf cells (Kim et al.), 2381- 
2391 
Steroid receptors, ligand-independent re- 
cruitment of coactivators by cy- 
clin D1 (Zwijsen et al.), 3488- 
3498 
Sterol carrier protein-2, effects of gene 
disruption in mice (Seedorf et 
al.), 1189-1201 
Sterol regulatory element binding pro- 
teins 
effects of SREBP-1c expression in adi- 
pose tissue (McKnight), 3145- 
3148 Perspective; (Shimomura 
et al.), 3182-3194 
requirements for SREBP-la synergy 
with Spl (Naar et al.), 3020- 
3031 
STRE. See Stress response element 
Stress 
genotoxic, role of Mec! in reponse De- 
sany et al.), 2956-2970 
osMOtic, 
control of HOG signaling specificity 
(Sprague), 2817-2820 Review 
prevention of HOG and pheromone 
pathway cross talk (O’Rourke 
and Herskowitz), 2874-2886 
regulation of Styl/Spcl subcellular 
localization (Gaits et al.), 1464— 
1473 
spatial regulation of SAPKs (Wilkin- 
son and Millar), 1391-1397 Per- 
spective 
oxidative 
regulation of Papl by Styl/Spcl 
(Toone et al.), 1453-1463; Erra- 
tum 2650 
spatial regulation of SAPKs (Wilkin- 
son and Millar), 1391-1397 Per- 
spective 
regulation of Msn2p nuclear localiza- 
tion (Goner et al.), 586-597 
Stress fibers, increase in plectin-defi- 
cient fibroblasts (Andra et al.), 
3442-3451 
Stress response 
control of HOG signaling specificity 
(Sprague), 2817-2820 Review 
prevention of yeast HOG and phero- 
mone pathway cross talk 
(O’Rourke and Herskowitz}, 
2874-2886 
protein cross talk during heat shock 
(Morimoto), 3780-3796 Review 
role of TRAFs (Arch et al.}, 2821-2830 
Review 
Stress response element, binding of 
Msn2p (Goner et al.), 586-597 





Stress-activated MAP kinases 
regulation of 
Papl by Styl/Spcl (Toone et al.), 
1453-1463; Erratum 2650 
subcellular localization (Wilkinson 
and Millar), 1391-1397 Perspec- 
tive 
role of Atfl and phosphorylation in 
Sty1/Spcel nuclear localization 
(Gaits et al.), 1464-1473 
Stringent response, role of guanosine tet- 
raphosphate in M. xanthus 
(Harris et al.), 1022-1035 
Sty1/Spcl 
as a model for mammalian SAPKs 
(Wilkinson and Millar), 1391- 
1397 Perspective 
regulation of Pap1 subcelluar localiza- 
tion (Toone et al.), 1453-1463; 
Erratum 2650 
role of Atfl and phosphorylation in 
nuclear localization (Gaits et 
al.), 1464-1473 
Sucl, role of homolog Xe-p9 in cyclin B 
degradation (Patra and Dunphy), 
2549-2559 
Sulfotransferase, defects in Hs2st mu- 
tant mice (Bullock et al.), 1894~— 
1906 
SUMO-1, similarity of NEDD8 pathway 
(Osaka et al.), 2263-2268 
Supercoiling, role in RNA polymerase 
promoter recognition (Dai and 
Rothman-Denes)}, 2782-2790 
Superoxide dismutase, overproduction 
during stasis in E. coli (Dukan 
and Nystrém)}, 3431-3441 
Suppressor of cytokine signaling-1, inter- 
action with the Elongin BC 
complex (Kamura et al.), 3872- 
3881 
Suppressor of Hairless, nuclear interac- 
tion with Notch (Kidd et al.), 
3728-3740 
Supraoptic nucleus, effects of Sim1 gene 
disruption in mice (Michaud et 
al.), 3264-3275 
Surveillance complex, translation termi- 
nation and degradation of aber- 
rant mRNAs (Czaplinski et al.}, 
1665-1677 
SWI/SNF complex, mitotic inactivation 
(Sif et al.), 2842-2851 
Swine fever virus, prokaryotic-like 
mechanisms of translation ini- 
tiation (Pestova et al.), 67-83 
Switches, molecular, function of mis- 
match repair proteins (Fishel), 
2096-2101 Perspective 
SXR. See Steroid and xenobiotic receptor 
Sympathetic nervous system, role of 
neuregulin in neural crest cell 
development (Britsch et al.), 
1825-183 
Synapse, neuromuscular 
specificity of the neuregulin-reponse 


element (Fromm and Burden), 
3074-3083 
structure and formation (Burden), 133- 
148 Review 
Synaptonemal complex 
lack of requirement for mei-W68 (Mc- 
Kim and _ Hayashi-Hagihara], 
2932-2942 
role of 
human RAD] during meoisis (Freire 
et al.), 2560-2573 
Mekl in development (Bailis and 
Roeder), 3551-3563 
Syndactyly, in Jag2 mutant mice (Jiang 
et al.), 1046-1057 


T 


T antigen, rescue of RB inhibition of 
DNA synthesis (Knudsen et al.), 
2278-2292 

T cell leukemia, role of SCL/tal-1 in vas- 
cular development (Visvader et 
al.), 473-479 

T cell oncogenes, role of LMO family in 
leukemia (Rabbitts), 2651-2657 
Perspective 

T cell proteins, identification of Ikaros 
family member Helios (Hahm 
et al.), 782-796 

T cell receptor 8 locus, enhancer con- 
trol of V(D)J recombination 
(Hempel et al.), 2305-2317 

T cells 


differentiation defects in Jag2 mutant 
mice (Jiang et al.), 1046-1057 

effects of CPP32 disruption (Woo et 
al.) 806-819 


expansion in p18'***-deficient mice 
(Franklin et al.), 2899-2911 

T4 phage, ribosome involvement in 
group I| intron splicing (Semrad 
and Schroeder), 1327-1337 

TAFs. See TATA-binding protein associ- 
ated factors 

Tail, expression of Hoxc13 (Godwin and 
Capecchi), 11-20 

TAKI1, interaction with Smads (Whit- 

man), 2445-2462 Review 

transcriptional activation 

through interaction with Sim 

(Crews), 607-520 Review 

TAR RNA, interaction with human cy- 
clin Tl (Garber et al.), 3512- 
3527 

Tarsus, specification by Drosophila 
spineless-aristapedia (Duncan 
et al.), 1290-1303 

Tat, role of coactivator Tat-SF1 in tran- 
scription elongation (Li and 
Green), 2992-2996 

TATA box 

identification of nearby Pol II core pro- 

moter element recognized by 
TFIIB (Lagrange et al.), 34-44 


Tango, 


regulatory activities of diverse core 
promoters during Drosophila 
embryogenesis (Ohtsuki et al.), 
547-556 
TATA-binding protein 
regulation of gene expression by asso- 
ciated proteins (Lee and Young), 
1398-1408 Review 
rescue of mutants by pX (Haviv et al.), 
1217-1226 
TATA-binding protein associated factors 
interaction of RBP with dTAF,110 
(Olave et al.}, 1621-1637 
regulation of gene expression (Lee and 
Young), 1398-1408 Review 
rescue of TAF,250 mutants by pX 
(Haviv et al.), 1217-1226 
role in Sp1/SREBP-1a synergy (Naar et 
al.), 3020-3031 
Tat-SF1, role in transcription elongation 
(Li and Green), 2992-2996 
TBP. See TATA-binding protein 
T-DNA tagging, use in identification of 
ROTUNDIFOLIAS (Kim et al.), 2381- 
2391 
PRL1 (Németh et al.}, 3059-3073 
Teeth, abnormalities in Pax9 mutant 
mice (Peters et al.), 2735-2747 
TEF family. See Transcription enhancer 
factor family 
TEL/ETV6, role in bone marrow hema- 
topoiesis (Wang et al.), 2392- 
2402 
Telomerase 
activation by Myc (Wang et al.), 1769- 
1774 
assembly of higher order complexes 
(Greene and Shippen), 2921- 
2931 
components and regulation (Nugent 
and Lundblad), 1073-1085 Re- 
view 
critical nontemplate RNA residues 
(Roy et al.}, 3286-3300 
interaction of p80 and p95 with RNA 
and DNA (Gandhi and Collins), 
721-733 
modulation of activity by telomere- 
binding proteins (Froelich-Am- 
mon et al.}, 1504-1514 
Telomere-binding proteins, modulation 
of telomerase activity (Froelich- 
Ammon et al.), 1504-1514 
Telomeres 
affect on recombination in yeast 
(Stavenhagen and  Zakian), 
3044-3058 
components and regulation of telom- 
erase (Nugent and Lundblad), 
1073-1085 Review 
critical nontemplate telomerase RNA 
residues (Roy et al.), 3286-3300 
role in chromosome pairing (Rockmill 
and Roeder), 2574-2586 
10Sa RNA 
Clp degradation of tagged substrates 
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(Gottesman et al.), 1338-1347 
Hf1B degradation of tagged substrates 
(Herman et al.), 1348-1355 
TER1 RNA, critical nontemplate telom- 
erase residues (Roy et al.), 3286- 
3300 
Terminus, migration during chromo- 
some partitioning in E. coli 
(Niki and Hiraga), 1036-1045 
Testis, expression of movol in mice (Dai 
et al.), 3452-3463 
Tetrahymena, interaction of telomerase 
proteins with RNA and DNA 
(Gandhi and Collins), 721-733 
TFE3, induction of transcription through 
cooperation with Smad proteins 
(Hua et al.), 3084-3095 
TFIIA, targeting by RBP (Olave et all), 
1621-1637 
THIIB, identification of binding site on 
DNA (Lagrange et al.), 34-44 
TFIID, targeting by RBP (Olave et al.}, 
1621-1637 
TFIIH, inhibition through CDK7 phos- 
phorylation (Akoulitchev and 
Reinberg), 3541-3550 
TFIIS, mediation of Pol III RNA cleavage 
activity (Chédin et al.), 3857- 
387] 
TGF-8 family. See Transforming growth 
factor-B family 
Thermodynamics, second law role of 
molecular switches (Fishel), 
2096-2101 Perspective 
3’ End formation, role in transcription 
termination (Baurén et al.), 
2759-2769 
3'-Untranslated regions, role of poly(A) 
binding protein in mRNA stabi- 
lization (Coller et al.), 3226- 
3235 
3CD, repression of viral translation and 
RNA synthesis up-regulation 
(Gamarnik and Andino), 2293- 
2304 
Thrombopoeisis, impairment in mafG- 
null mutant mice (Shavit et al.), 
2164-2174 
thymidylate synthase, ribosome in- 
volvement in group I intron 
splicing (Semrad and Schroeder), 
1327-1337 
Thymus, role of Pax9 in development 
(Peters et al.), 2735-2747 
Thyroid hormone receptor, structure and 
specificity of interaction with 
GRIP1 (Darimont et al.), 3343- 
3356 
Tinman 
regulation of ind expression in Dro- 
sophila (Weiss et al.), 3591- 
3602 
response to Smad activation (Whit- 
man), 2445-2462 Review 
role in Drosophila mesoderm induc- 
tion (Xu et al.), 2354-2370 
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TIR1, role in auxin response and similar- 
ity to human SKP2 and yeast 
Grrlp (Ruegger et al.), 198-207 
Tissue, adipose, effects of A-ZIP/F ex 
pression in mice (Moitra et al.}, 
3168-3181 
effects of SREBP-1c expression in mice 
(Shimomura et al.), 3182-3194 
Tissue growth, role of p27?’ and 
p57“? (Zhang et al.), 3162 
3167 
Tissue plasminogen activator, regulation 
of translation by polyadenyla- 
tion in mouse oocytes (Stutz et 
al.), 2535-2548 
Tobacco, identification of pl02 as 
HSP101 (Wells et al.), 3236 
3251 
Tongue 
defects in Hoxc13-deficient mice 
(Godwin and Capecchi}, 11-20 
expression of Hoxc13 in filiform papil- 
lae (Duboule), 1-4 Perspective 
Tooth, role of activin BA in development 
(Ferguson et al.), 2636-2649 
TP2, activation by Myc (Wang et al.), 
1769-1774 
Trachea, role of headcase gene in 
branching (Steneberg et al.), 
956-967 
TRAFs. See Tumor necrosis factor recep- 
tor-associated factors 
Transcription 
activation of 
B-globin LCR by Sp1 and EKLF (Gil- 
lemans et al.), 2863-2873 
p53 by HMG-1 (Jayaraman et al.), 
462-472 
p53 through phosphorylation—acety- 
lation cascade (Sakaguchi et al.), 
2831-3841 
activity of human P-TEFb (Peng et al.}, 
755-762 
binding of new Pol II core promoter el- 
ement by TFIIB (Lagrange et al.) 
34-44 
cell cycle regulation 
of Caulobacter FtsZ (Kelly et al.), 
880-893 
of E2F3 (Leone et al.), 2120-2130 
coactivation 
by PCAF and nuclear hormone re 
ceptors (Blanco et al.), 1638 
1651 
of Smad proteins with CBP/p300 
(fanknecht et al.), 2114-2119; 
(Feng et al.), 2153-2163 
conversion of E. coli w subunit to an 
activator (Dove and Hochs 
child), 745-754 
cooperativity of p300 with estrogen re- 
ceptor (Kraus and Kadonaga), 
331-342 


effects of Hifla deficiency on O,-regu- 
lated gene expression (Iyer et 
al.), 149-162 


enhancement 
of HIV-1 transactivation by human 
cyclin T1 (Garber et al.), 3512- 
3527 
by novel vitamin D,-interacting pro- 
tein complex (Rachez et al.), 
1787-1800 
GCNS residues critical for HAT activ- 
ity (Wang et al.), 640-653 
inhibition of IRF-3 by HPV16 E6 onco- 
protein (Ronco et al.), 2061- 
2072 
misregulation of cad and gadd45 in c- 
Myc-deficient cells (Bush et al.}, 
3797-3802 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
negative regulation of HSF1 by HSBP1 
(Satyal et al.), 1962-1974 
protein cross talk during heat shock 
response (Morimoto), 3780- 
3796 Review 
regulation 
by Smads in early development 
(Whitman), 2445-2462 Review 
in muscle fibers (Newlands et al.), 
2748-2758 
of Eo*® by FlgM (Chadsey et al.}, 
3123-3136 
of E2F by RB-family proteins (Dy- 
son), 2245-2262 Review 
of OPN expression by Oct-4 and 
Sox-2 (Botquin et al.), 2073- 
2090 
of RNA Pol II elongation by Spt4, 
Spt5, and Spt6 (Hartzog et al.), 
357-369 
regulatory activities of diverse core 
promoters during Drosophila 
embryogenesis (Ohtsuki et al.}, 
547-556 
repression of HSF1 transcription by 
molecular chaperones (Shi et 
al.), 654-666 
rescue of TBP and TAF,,250 mutants 
by pX (Haviv et al.), 1217-1226 
RNA Pol Il CTD-independent activation 
of transcription in yeast (Mc- 
Neil et al.), 2510-2521 
role of 
Ada complex in nuclear receptor ac- 
tivation (vom Baur et al.), 1278- 
1289 
amino acid—amino acid contacts in 
AcI and P22cI (Whipple et al.), 
2791-2802 
bHLH-PAS proteins (Crews), 607- 
520 Review 
CBP/p300 homolog in C. elegans 
(Shi and Mello), 943-955 
CDK7 phosphorylation in TFIIH in- 
hibition (Akoulitchev and Rein- 
berg), 3541-3550 
DMypb in cell division (Katzen et al.}, 
831-843 
DNA _ methylation and _ histone 





deacetylation in transgene si- 
lencing (Pikaart et al.), 2852- 
2862 

GCNS5 HAT activity in transcrip- 
tional regulation (Kuo et al.), 
627-639 

Groucho proteins (Fisher and 
Caudy), 1931-1940 Review 

histone modification (Struhl), 599- 
606 Perspective 

Med proteins in yeast (Myers et al.), 
45-54 

NtrC in activation of RNA polymer- 
ase (Bowman and Kranz), 1884— 
1893 

p300 in mdm2 induction (Anju and 
White}, 1975-1985 

Pol Ill activity in DNA repair 
(Aboussekhra and Thoma}, 411- 
42] 

Pol III RNA cleavage activity in ter- 
mination (Chédin et al.), 3857- 
3871 

Rb in activation and repression (Sell- 
ers et al.), 95-106 

RNA structure in pausing and ter- 
mination (Artsimovitch and 
Landick}, 3110-3122 

SAPKs (Wilkinson and Millar), 
1391-1397 Perspective 


o”° in promoter function of \ Q pro- 
tein (Ko et al.), 3276-3285 

SNAP19 in SNAP. assembly (Henry 
et al.), 2664-2672 


SpollE in o* specificity (Wu et al.}, 
1371-1380 
3'-end formation and intron exci- 
sion in termination (Baurén et 
al.), 2759-2769 
vaccinia virus NPH-I in termination 
(Deng and Shuman), 538-546 
Vestigial and Scalloped in wing de- 
velopment (Simmonds et al.}, 
3815-3820; (Halder et l.), 
3900-3909 
separation of Myc transactivation and 
cell growth functions (Xiao et 
al.), 3803-3808 
site selectivity of p53 DNA binding 
(Resnick-Silverman et _ al.), 
2102-2107 
synapse specificity of the neuregulin- 
reponse element (Fromm and 
Burden), 3074-3083 
TGF-f induction through cooperation 
of TFE3 and Smad proteins (Hua 
et al.), 3084-3095 
Transcription elongation 
identification of P-TEFb cyclin sub- 
units (Peng et al.), 755-762 
regulation of RNA Pol II processivity 
by DSIF (Wada et al.), 343-356 
by Spt4, Spt5, and Spt6 (Hartzog et 
al.), 357-369 
role of 
RNA structure in polymerase paus- 


ing (Artsimovitch and Landick), 
3110-3122 
Tat-SF1 (Li and Green), 2992-2996 


Transcription enhancer factor family, as- 


sociation of Scalloped with Ves- 
tigial (Simmonds et al.), 3815- 
3820; (Halder et al.), 3900-3909 


Transcription factors 


activation of the B-globin LCR by Spl 
and EKLF (Gillemans et al.), 
2863-2873 
cell cycle regulation of E2F3 (Leone et 
al.), 2120-2130 
conversion of E. coli w subunit to an 
activator (Dove and Hochs- 
child), 745-754 
cooperativity of p300 with estrogen re- 
ceptor (Kraus and Kadonaga), 
331-342 
defects in Ets2-deficient mice (Yama- 
moto et al.}, 1315-1326 
down-regulation of CF2 by MAPK 
(Mantrova and Hsu}, 1166-1175 
effects of 
GATA6 deficiency in mice (Morri- 
sey et al.), 3579-3590 
SAPK subcellular localization (Wil- 
kinson and Millar), 1391-1397 
Perspective 
identification of 
Pol II core promoter element recog- 
nized by TFIIB (Lagrange et al.), 
34-44 
Psel/Kap121 as Pho4 nuclear im- 
port receptor (Kaffman et al.), 
2673-2683 
induction of myeloid lineage commit- 
ment by PU.1 (Nerlov and Graf), 
2403-2412 
interaction of HIV-1 Tat and human 
cyclin T1 (Garber et al.), 3512- 
3527 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
negative regulation of HSF1 by HSBP1 
(Satyal et al.), 1962-1974 
novel vitamin D;-interacting protein 
complex (Rachez et al.), 1787- 
1800 
recognition of unique A/T-rich DNA 
pattern by B. subtilis CTF 
(Hamoen et al.), 1539-1550 
regulation of 
E2F by RB-family proteins (Dyson), 
2245-2262 Review 
OPN expression by Oct-4 and Sox-2 
(Botquin et al.), 2073-2090 
Pap] by Styl/Spcl (Toone et al.), 
1453-1463; Erratum 2650 
RNA Pol II by DSIF (Wada et al.), 
343-356 
role in 
calcineurin-dependent transcrip- 
tional regulation (Chin et al.), 
2499-2509 
pituitary organogenesis (Treier et 


al.), 1691-1704 
role of 
BETA2-p300 in enteroendocrine dif- 
ferentiation (Mutoh et al.}, 820- 
830 
C/EBP isoforms in hematopoietic 
lineage commitment (Nerlov et 
al.), 2413-2423 
C/EBPB in mammapoiesis (Robin- 
son et al.), 1907-1916; (Sea- 
groves et al.), 1917-1928 
CREM in hepatocyte proliferation 
(Servillo et al.), 3639-3643 
DNA bending in prokaryotic en- 
hancer-binding protein specific- 
ity (Dworkin et al.}, 894~900 
E2F-5 in mice (Lindeman et al.), 
1092-1098 
FOG in hematopoiesis (Tsang et al.), 
1176-1188 
Groucho proteins (Fisher and 
Caudy), 1931-1940 Review 
HNF3 in nucleosome positioning 
(Shim et al.}, 5-10 
Jun in cellular transformation (van 
Dam et al.), 1227-1239 
Med proteins in yeast (Myers et al.}, 
45-54 
Myb homolog in Dictyostelium de- 
velopment (Otsuka et l.), 
1738-1748 
PTF1-p48 in pancreas development 
(Krapp et al.), 3752-3764 
o”° in promoter function of \ Q pro- 
tein (Ko et al.), 3276-3285 
SNAP19 in SNAP. assembly (Henry et 
al.), 2664-2672 
site selectivity of p53 DNA binding 
(Resnick-Silverman et al.), 
2102-2107 
specificity of LXXLL motif-nuclear re- 
ceptor interaction (McInerney 
et al.), 3357-3368 
structure and specificity of GRIP1 in- 
teraction with thyroid hormone 
receptor (Darimont et l.), 
3343-3356 
targeting of TFIID and TFIIA by RBP 
(Olave et al.), 1621-1637 
use of A-ZIP/F to generate mice lack- 
ing white adipose tissue (Mc- 
Knight), 3145-3148 Perspective; 
(Moitra et al.), 3168-3181 


Transcription repression 


targeting of TFIID and TFIIA by RBP 
(Olave et al.), 1621-1637 
proteasomal regulation of N-CoR 
(Zhang et al.), 1775-1780 
regulation 
by c-MycS (Xiao et al.), 3803-3808 
of Notch signaling by SMRT/ 
HDAC-1 (Kao et al.}, 2269-2277 


Transcription termination, role of 


Pol II] RNA cleavage activity (Chédin 
et al.), 3857-3871 
3'-end formation and intron excision 
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(Baurén et al.), 2759-2769 
RNA structure (Artsimovitch and 
Landick), 3110-3122 
Transfer RNA 
nuclear export pathway (Stutz and 
Rosbash}), 3303-3319 Review 
nucleolus as site of early processing 
(Bertrand et al.), 2463-2468 
role of GcedlOp-Gcedl4p complex in 
modification (Anderson et al.}, 
3650-3662 
Transformation, role of Jun in chick em- 
bryo fibroblasts (van Dam et 
al.), 1227-1239 
Transforming growth factor-B family 
determinants of specificity (Chen et 
al.), 2144-2152 
induction of transcription through co- 
operation of TFE3 and Smad 
proteins (Hua et al.), 3084-3095 
mechanisms regulating Drosophila 
mesoderm induction (Xu et al.), 
2354-2370 
role in mouse mammary gland devel- 
opment (Hennighausen and 
Robinson), 449-455 Review 
role of 
BMP4 in lens formation (Furuta and 
Hogan), 3764-3775 
signaling in dorsal commissural in- 
terneuron generation (Lee et 
al.), 3394-3407 
Smads in early developmental sig- 
naling (Whitman), 2445-2462 
Review 
signal transduction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
stimulation of Smad protein coactiva- 
tion with CBP/p300 (Janknecht 
et al.), 2114-2119; (Feng et al.), 
2153-2163 
Transgene silencing, role of DNA meth- 
ylation and histone deacetyla- 
tion (Pikaart et al.), 2852-2862 
Translation 
catalytic and regulatory subcomplexes 
in elF2B (Pavitt et al.), 514-526 
localization-dependent, role of 
oskar mRNA 5’ and 3’ end in- 
teraction (Gunkel et al.), 1652- 
1664 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
regulation 
by HSP101 (Wells et al.), 3236-3251 
in poliovirus (Gamarnik and An- 
dino), 2293-2304 
of 4E-BP1 by Akt (Gingras et al.), 
502-513 


ribosome involvement in group I in- 


tron splicing (Semrad and 
Schroeder), 1327-1337 
role in mRNA stabilization (Coller et 
al.), 3226-3235 
role of 
EIN3 and ERF1 in ethylene signaling 
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(Solano et al.), 3703-3714 
Gcedl0p-Gedl4p complex in tRNA 
modification (Anderson et al.), 
3650-3662 
PIM1 protease in mitochondria (van 
Dyck et al.), 1515-1524 
polyadenylation in mouse oocytes 
(Stutz et al.), 2535-2548 
Upflp in termination (Czaplinski et 
al.), 1665-1677 
and splicing in bacteria (Woodson}, 
1243-1247 Perspective 
termination suppression to produce 
two products from headcase 
(Steneberg et al.), 956-967 
viral use of prokaryotic-like mecha- 
nisms of initiation (Pestova et 
al.), 67-83 
Triphosphatase, interaction of Cet1 with 
RNA Pol II (Cho et al.), 3482 
3487 
Trithorax-like protein, role of interac- 
tion with GAGA element (Oht- 
suki and Levine), 3325-3330 
tRNA. See Transfer RNA 
Trophoblast, defects in Ets2-deficient 
mice (Yamamoto et al.}, 1315 
1326 
Tropism 
response of auxin transport to gravity 
(Dolan), 2091-2095 Perspective 
role of EIRI in Arabidopsis roots 
(Luschnig et al.), 2175-2187 
troponin I slow, calcineurin-dependent 
transcriptional regulation (Chin 
et al.), 2499-2509 
Tumor necrosis factor receptor-associ- 
ated factors, expression and 
function (Arch et al.), 2821- 
2830 Review 
Tumor suppressors 
defects in p107 and Rb double mutant 
mice (Robanus-Maandag et al.), 
1599-1609 
familial melanoma locus at 9p21 
(Chin et al.), 3467-3481 Review 
inhibition of DNA synthesis by RB 
(Knudsen et al.}, 2278-2292 
MEK/MAPK activation of p53 and p16 
(Lin et al.), 3008-3019 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
regulation of 
E2F by RB-family proteins (Dyson), 
2245-2262 Review 
Rb and p53 by ARF (Sherr), 2984 
2991 Perspective 
role of 
ARF in Myc signaling (Zindy et al.), 
2424-2433 
Nf2 in mice (McClatchey et al.}, 
1121-1133 
ploARF in EIA signaling (de 
Stanchina et al.), 2434-2442 
Smad4/DPC4 in mouse develop- 
ment (Sirard et al.), 107-119 


site selectivity of p53 DNA binding 
(Resnick-Silverman et _al.), 
2102-2107 
Tumorigenesis 
activation of telomerase by Myc 
(Wang et al.), 1769-1774 
in cyclin D1-deficient mice (Robles et 
al.), 2469-2474 
key genetic lesions in melanoma 
(Chin et al.), 3467-3481 Review 
modulation of p53 activity (Giaccia 
and Kastan), 2973-2983 Review 
in pl107 and Rb double mutant mice 
(Robanus-Maandag et al.), 1599- 
1609 
regulation of Rb and p53 by ARF 
(Sherr), 2984-2991 Perspective 
role of 
E2F binding in Rb function (Sellers 
et al.), 95-106 
Nf2 in mice (McClatchey et al.), 
1121-1133 
NF-«B in Ber-Abl-mediated transfor- 
mation (Reuther et al.), 968-981 
suppression in pituitary by p18'N**« 
and p27*'P! (Franklin et al.), 
2899-2911 
TUPI, relationship to Groucho proteins 
(Fisher and Caudy), 1931-1940 
Review 
Twist 
analysis of C. elegans homolog (Harfe 
et al.), 2623-2635 
regulation of Mef2 during Drosophila 
myogenesis (Cripps et al.), 422- 
434 
Tyrosine aminotransferase, deregulation 
in CREM-deficient mice (Ser- 
villo et al.), 3639-3643 
Tyrosine kinases 
recruitment of LMW-PTP to Eph re- 
ceptors (Stein et al.), 667-678 
regulation of ErbBl by c-Cbl/Sli-1 
(Lefkowitz et al.), 3663-3674 
role of oncogenic Abl and Src in Abi 
degradation (Dai et al.), 1415- 
1424 
signal transduction by Smad2 (de Cae- 
stecker et al.), 1587-1592 
Tyrosine phosphatase 
identification of C. elegans CLR-1 
(Kokel et al.), 1425-1437 
role of C. elegans PTP-2 in oogenesis 
and vulval development (Gutch 
et al.), 571-585 


U 


U2AF, in vivo role in Drosophila (Rud- 
ner et al.), 1010-1021 
U2AF65 
cooperative binding with mBBP (Ber- 
glund et al.), 858-867 
interaction with WT1 (Davies et al.), 
3217-3225 
UAS. See Upstream-activating sequence 





Ubiquitin 
modification of cullin-4A by NEDD8 
(Osaka et al.), 2263-2268 
similar function of Rub] (Hochstras- 
ser), 901-907 Perspective; (Lam- 
mer et al.), 914-926 
Ubiquitin pathway 
regulation of BCL-6 by antigen recep- 
tor signaling (Niu et al.), 1953- 
1961 
role in auxin signaling (Dolan), 2091- 
2095 Perspective 
Ubiquitination 
JNK targeting of p53 (Fuchs et al.), 
2658-2663 
regulation of 
ErbBl by c-Cbl/Sli-1 (Lefkowitz et 
al.), 3663-3674 
MEKKa in Dictyostelium (Chung et 
al.), 3564-3578 
role in Abi degradation (Dai et al.), 
1415-1424 
role of 
Met30 in Swel degradation (Kaiser 
et al.), 2587-2597 
SCF complexes in cell division and 
methionine biosynthesis (Pat- 
ton et al.), 692-705 
Ultrabithorax, role in Drosophila haltere 
development (Weatherbee et 
al.), 1474-1482 
Ultraviolet radiation, modulation of p53 
activity (Giaccia and Kastan), 
2973-2983 Review 
UmuD protein, regulation by Lon prote- 
ase (Gonzalez et al.), 3889-3999 
unpaired, activation of the JAK signaling 
pathway (Harrison et al.}, 3252- 
3263 
Upflp, translation termination and deg- 
radation of aberrant mRNAs 
(Czaplinski et al.), 1665-1677 
Upstream sequence element, mecha- 
nisms of C2 complement 
poly(A) signal function (Moreira 
et al.), 2522-2534 
Upstream-activating sequence, RNA Pol 
Il CTD-independent activation 
of transcription in yeast (Mc- 
Neil et al.), 2510-2521 
V(D)] recombination 
enhancer control at the TCR locus 
(Hempel et al.), 2305-2317 
role of monoallelic demethylation in 
regulation (Mostoslavsky et al.}, 
1801-1811 


V 


Vaccinia virus, energy requirement for 
transcription termination (Deng 
and Shuman), 538-546 

Vasculature, inhibition of formation by 
Dell (Hidai et al.), 21-33 

Vasculogenesis, role of SCL/Tal-1 (Vis- 
vader et al.), 473-479; (Liao et 


al.), 621-626 
VEGF, effects of Hifla deficiency on ex- 
pression (Iyer et al.), 149-162 
Vein 
role of EGF domain (Schnepp et al.), 
908-913 
stimulation of EGFR signaling during 
endoderm induction (Sziit et 
al.), 2022-2035 
Vestigial, role in Drosophila wing devel- 
opment (Simmonds et al.}, 
3815-3820; (Halder et  al.), 
3900-3909 
Vgl RNA-binding protein, role in RNA 
localization (Havin et al.), 1593- 
1598 
Vibrissae, expression of Hoxcl3 
(Duboule), 1-4 Perspective; 
(Godwin and Capecchi), 11-20 
Viscera, enlargement in A-ZIP/F-ex- 
pressing mice (Moitra et al.}, 
3168-3181 
Vitamin D, receptor, interaction with a 
novel protein complex (Rachez 
et al.), 1787-1800 
VLE, binding by Vg] RBP (Havin et al.), 
1593-1598 
Vnd 
regulation of ind expression in Dro- 
sophila (Weiss et al.), 3591- 
3602 
role in Drosophila ventral neuroblast 
formation (Chu et al.), 3613- 
3624 
Vpr, interaction with nuclear transport 
pathway and role in promoting 
macrophage infection (Vodicka 
et al.), 175-185 
v-Src, role in Abi degradation (Dai et al.}, 
1415-1424 


Ww 


WD.-40 proteins 
interaction with the Elongin BC com- 
plex (Kamura et al.), 3872-3881 
role of 
MEKKa in Dictyostelium (Chung et 
al.), 3564-3578 
PRL1 in Arabidopsis (Németh et 
al.), 3059-3073 
Wheat, identification of p102 as HSP101 
(Wells et al.), 3236-3251 
White adipose tissue, effects of absence 
in mice (McKnight et al.}, 3145- 
3148 Perspective; (Moitra et al.), 
3168-3181; (Shimomura et al.}, 
3182-3194 
Wilms tumor, association of WT1 with 
Hsp70 (Maheswaran et al.), 
1108-1120 
windbeutel, homology of gene product 
to vertebrate endoplasmic re- 
ticulum proteins (Konsolaki 
and Schupbach}, 120-131 


Wing 
regulation of Apterous by Beadex dur- 
ing development (Milan et al.), 
2912-2920 
role of 
Ubx in haltere development (Weath- 
erbee et al.), 1474-1482 
Vestigial and Scalloped in Dro- 
sophila (Simmonds et al.), 
3815-3820; (Halder et  al.), 
3900-3909 
Wing vein, role of Delta and Serrate in 
formation (Zeng et al.), 1986- 
1091 
Winged helix factors 
regulation of HNF4 by GATAG (Mor- 
risey et al.), 3579-3590 
role of HNF3 in nucleosome position- 
ing (Shim et al.), 5-10 
Wingless 
effects of signaling on Dsh (Axelrod et 
al.), 2610-2622 
regulation of dve expression (Nakago- 
shi et al.), 2724-2734 
role in Drosophila mesodermal cell 
fate determination (Carmena et 
al.), 3910-3922 
Wisl, phosphorylation of Styl/Spcl 
(Gaits et al.), 1464-1473 
Wnt signaling 
bypass by END-1 expression during 
endoderm development (Zhu et 
al.), 3809-3814 
role in asymmetric cell division 
(Hawkins and Garriga), 3625- 
3638 Review 
Wnt genes 
role in pituitary organogenesis (Treier 
et al.), 1691-1704 
role of DWnt-2 in male reproductive 
tract development (Kozopas et 
al.), 1155-1165 
Wntl, induction of somitic Noggin 
(Reshef et al.), 290-303 
WTl 
association with Hsp70 (Maheswaran 
et al.), 1108-1120 
interaction with U2AF65 (Davies et 
al.), 3217-3225 


xX 


Xenopus 
identification of novel orphan nuclear 
receptor BXR (Blumberg et al.), 
1269-1277 
inhibition of BMP signaling by Smad6 
(Hata et al.), 186-197 
role of 
Smads in early development (Whit- 
man), 2445-2462 Review 
SMC complex in sister chromatid 
cohesion (Losada et al.), 1986- 
1997 
Vgl RBP in RNA localization (Havin 
et al.), 1593-1598 
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Xe-p9 in cyclin B degradation (Patra 

and Dunphy), 2549-2559 

XPG, interaction with hRPA (de Laat et 
al.), 2598-2609 

XSMCI1, role in sister chromatid co- 
hesion (Losada et al.), 1986- 
1997 

XSMC3, role in sister chromatid co- 
hesion (Losada et al.), 1986- 
1997 


4 


Yeast, budding, See Saccharomyces cer- 
évisiae 

Yeast, fission, See Schizosaccharomyces 
pombe 


Yolk syncytial layer, expression of 


dharma (Yamanaka et l.), 
2345-2353 
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Z 


Zea mays, role of liguleless2 in leaf de- 
velopment (Walsh et al.}, 208 
218 
Zebrafish 
induction of the Spemann organizer by 
dharma (Yamanaka et al.) 
2345-2353 
role of 
Eph signaling in somite formation 
(Durbin et al.), 3096-3109 
SCL/Tal-1 in hematopoiesis and 
vasculogenesis (Liao et al.}, 621 
626 
Zinc, role in interaction of HIV-1 Tat 
and human cyclin T1 (Garber et 
al.), 3512-3527 
Zinc finger proteins 
activation of the B-globin LCR by Sp] 


and EKLF (Gillemans et al.}, 
2863-2873 
identification of Ikaros family mem- 
ber Helios (Hahm et al.}), 782- 
796 
regulation of 
BCL-6 by antigen receptor signaling 
(Niu et al.}, 1953-1961 
Msn2p nuclear localization (Géner 
et al.), 586-597 
role of Castor in regulation of POU 
genes (Kambadur et al.), 246- 
260 
Zipcode binding protein, homology of 
Vgl RBP (Havin et al.), 1593- 
1598 
Zone of polarizing activity, role of FGFs 
in limb development (Martin), 
1571-1586 Review 
ZPA See Zone of polarizing activity 








